Cura 374 CON seq list.txt 
SEQUENCE LISTING 



<110> Taupier, Raymond 

Padigaru, Mural idhara 
Rastelli, Luca 
Spaderna, Steven 
Shimke t s , Ri chard 
Zerhusen, Bryan 
Spytek, Kimberly 
Shenoy, Suresh 
Li, Li 

Gusev, Vladimir 
Grosse, William i 
Alsobrook, John 
Lepley, Denise 
Burgess , Catherine 
Gerlach, Valerie 
Ellerman, Karen 
MacDougall , J ohn 
Stone, David 
Smithson, Glennda 

<120> Novel Proteins and Nucleic Acids Encoding Same 

<130> 21402-074CON 

<140> 10/624,932 
<141> 2003-07-21 

<150> 09/918,779 
<151> 2001-07-03 

<150> 60/221,409 
<151> 2000-07-28 

<150> 60/222,840 
<151> 2000-08-04 

<150> 60/223,752 
<151> 2000-08-08 

<150> 60/223,762 
<151> 2000-08-08 

<150> 60/223,770 
<151> 2000-08-08 

<150> 60/223,769 
<151> 2000-08-08 
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<150> .60/225, 146 
<151> 2000-08-14 

<150> 60/225,392 
<151> 2000-08-15 

<150> 60/225,470 
<151> 2000-08-15 

<150> 60/225,697 
<151> 2000-08-16 

<150> 60/263,662 
<151> 2001-02-01 

<150> 60/281,645 
<151> 2001-04-05 

<160> 61 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 2752 

<212> DNA 

<213> Homo sapiens 

<400> 1 



ccgcggggcc 


ccgcgcccgg 


cccgcccgcc 


tgcccgcccg 


cggccatggc 


cgtccggccc 


60 


ggcctgtggc 


cagcgctcct 


gggcatagtc 


ctcgccgctt 


ggctccgcgg 


ctcgggtgcc 


120 


cagcagagtg 


ccaccgtggc 


caacccagtg 


cctggtgcca 


acccggacct 


gcttccccac 


180 


ttcctggtgg 


agcccgagga 


tgtgtacatc 


gtcaagaaca 


agccagtgct 


gcttgtgtgc 


240 


aaggccgtgc 


ccgccacgca 


gatcttcttc 


aagtgcaacg 


gggagtgggt 


gcgccaggtg 


300 


gaccacgtga 


tcgagcgcag 


cacagacggg 


agcagtgggc 


tgcccaccat 


ggaggtccgc 


360 


attaatgtct 


caaggcagca 


ggtcgagaag 


gtgttcgggc 


tggaggaata 


ctggtgccag 


420 


tgcgtggcat 


ggagctcctc 


gggcaccacc 


aagagtcaga 


aggcctacat 


ccgcatagcc 


480 


agattgcgca 


agaacttcga 


gcaggagccg 


ctggccaagg 


aggtgtccct 


ggagcagggc 


540 


atcgtgctgc 


cctgccgtcc 


accggagggc 


atccctccag 


ccgaggtgga 


gtggctccgg 


600 


aacgaggacc 


tggtggaccc 


gtccctggac 


cccaatgtat 


acatcacgcg 


ggagcacagc 


660 


ctggtggtgc 


gacaggcccg 


ccttgctgac 


acggccaact 


acacctgcgt 


ggccaagaac 


720 
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atcgtggcac 


gtcgccgcag 


cgcctccgct 


gctgtcatcg 


tctacgtgaa 


cggtgggtgg 


780 


tcgacgtgga 


ccgagtggtc 


cgtctgcagc 


gccagctgtg 


ggcgcggctg 


gcagaaacgg 


840 


agccggagct 


gcaccaaccc 


ggcgcctctc 


aacgggggcg 


ctttctgtga 


ggggcagaat 


900 


gtccagaaaa 


cagcctgcgc 


caccctgtgc 


ccagtagacg 


gcagctggag 


cccgtggagc 


960 


aagtggtcgg 


cctgtgggct 


ggactgcacc 


cactggcgga 


gccgtgagtg 


ctctgaccca 


1020 


gcaccccgca 


acggagggga 


ggagtgccag 


ggcactgacc 


tggacacccg 


caactgtacc 


1080 


agtgacctct 


gtgtacacag 


tgcttctggc 


cctgaggacg 


tggccctcta 


tgtgggcctc 


1140 


atcgccgtgg 


ccgtctgcct 


ggtcctgctg 


ctgcttgtcc 


tcatcctcgt 


ttattgccgg 


1200 


aagaaggagg 


ggctggactc 


agatgtggct 


gactcgtcca 


ttctcacctc 


aggcttccag 


1260 


cccgtcagca 


tcaagcccag 


caaagcagac 


aacccccatc 


tgctcaccat 


ccagccggac 


1320 


ctcagcacca 


ccaccaccac 


ctaccagggc 


agtctctgtc 


cccggcagga 


tgggcccagc 


1380 


cccaagttcc 


agctcaccaa 


tgggcacctg 


ctcagccccc 


tgggtggcgg 


ccgccacaca 


1440 


ctgcaccaca 


gctctcccac 


ctctgaggcc 


gaggagttcg 


tctcccgcct 


ctccacccag 


1500 


aactacttcc 


gctccctgcc 


ccgaggcacc 


agcaacatga 


cctatgggac 


cttcaacttc 


1560 


ctcgggggcc 


ggctgatgat 


ccctaataca 


ggtatcagcc 


tcctcatccc 


cccagatgcc 


1620 


ataccccgag 


ggaagatcta 


tgagatctac 


ctcacgctgc 


acaagccgga 


agacgtgagg 


1680 


ttgcccctag 


ctggctgtca 


gaccctgctg 


agtcccatcg 


ttagctgtgg 


accccctggc 


1740 


gtcctgctca 


cccggccagt 


catcctggct 


atggaccact 


gtggggagcc 


cagccctgac 


1800 


agctggagcc 


tgcgcctcaa 


aaagcagtcg 


tgcgagggca 


gctgggagga 


tgtgctgcac 


1860 


ctgggcgagg 


aggcgccctc 


ccacctctac 


tactgccagc 


tggaggccag 


tgcctgctac 


1920 


gtcttcaccg 


agcagctggg 


ccgctttgcc 


ctggtgggag 


aggccctcag 


cgtggctgcc 


1980 


gccaagcgcc 


tcaagctgct 


tctgtttgcg 


ccggtggcct 


gcacctccct 


cgagtacaac 


2040 


atccgggtct 


actgcctgca 


tgacacccac 


gatgcactca 


aggaggtggt 


gcagctggag 


2100 


aagcagctgg 


ggggacagct 


gatccaggag 


ccacgggtcc 


tgcacttcaa 


ggacagttac 


2160 


cacaacctgc 


gcctatccat 


ccacgatgtg 


cccagctccc 


tgtggaagag 


taagctcctt 


2220 
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gtcagctacc 


aggagatccc 


cttttatcac 


atctggaatg 


gcacgcagcg 


gtacttgcac 


A A o r\ 


tgcaccttca 


ccctggagcg 


tgtcagcccc 


agcactagtg 


acctggcctg 


caagctgtgg 


a a a 


gtgtggcagg 


tggagggcga 


cgggcagagc 


ttcagcatca 


ac ttcaacat 


caccaaggac 


A A A a 


acaaggtttg 


ctgagctgct 


ggctctggag 


agtgaagcgg 


gggtcccagc 


cctggtgggc 


2460 


cccagtgcct 


tcaagatccc 


cttcctcatt 


cggcagaaga 


taatttccag 


cctggaccca 


a c a a 

2520 


ccctgtaggc 


ggggtgccga 


ctggcggact 


ctggcccaga 


aactccacct 


ggacagccat 


2580 


ctcagcttct 


ttgcctccaa 


gcccagcccc 


acagccatga 


tcctcaacct 


gtgggaggcg 


2640 


cggcacttcc 


ccaacggcaa 


cctcagccag 


ctggctgcag 


cagtggctgg 


actgggccag 


2700 


ccagacgctg 


gcctcttcac 


agtgtcgg : ag 


gctgagtgct 


gaggccggcc 


ag 


2752 



<210> 2 
<211> 898 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Val Arg Pro Gly Leu Trp Pro Ala Leu Leu Gly lie Val Leu 
15 10 15 

Ala Ala Trp Leu Arg Gly Ser Gly Ala Gin Gin Ser Ala Thr Val ' Ala 
20 25 30 

Asn Pro Val Pro Gly Ala Asn Pro Asp Leu Leu Pro His Phe Leu Val 
35 40 45 

Glu Pro Glu Asp Val Tyr lie Val Lys Asn Lys Pro Val Leu Leu Val 
50 55 60 

Cys Lys Ala Val Pro Ala Thr Gin lie Phe Phe Lys Cys Asn Gly Glu 
65 70 75 80 

Trp Val Arg Gin Val Asp His Val lie Glu Arg Ser Thr Asp Gly Ser 

85 90 95 

Ser Gly Leu Pro Thr Met Glu Val Arg He Asn Val Ser Arg Gin Gin 
100 105 110 

Val Glu Lys Val Phe Gly Leu Glu Glu Tyr Trp Cys Gin Cys Val Ala 
115 120 125 

Trp Ser Ser Ser Gly Thr Thr Lys Ser Gin Lys Ala Tyr He Arg He 
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130 



Cura 
135 



374 CON seq list.txt 

140 



Ala Arg Leu Arg Lys Asn Phe Glu Gin Glu Pro Leu Ala Lys Glu Val 
145 150 155 " 160 

Ser Leu Glu Gin Gly lie Val Leu Pro Cys Arg Pro Pro Glu Gly lie 

165 170 175 

Pro Pro Ala Glu Val Glu Trp Leu Arg Asn Glu Asp Leu Val Asp Pro 
180 185 " 190 

Ser Leu Asp Pro Asn Val Tyr lie Thr Arg Glu His Ser Leu Val Val 
195 200 ~ 205 

Arg Gin Ala Arg Leu Ala Asp Thr Ala Asn Tyr Thr Cys Val Ala Lys 
210 215 220 

Asn lie Val Ala Arg Arg Arg Ser Ala Ser Ala Ala Val lie Val Tyr 
225 230 235 240 

Val Asn Gly Gly Trp Ser Thr Trp Thr Glu Trp Ser Val Cys Ser Ala 

245 250 ~ 255 

Ser Cys Gly Arg Gly Trp Gin Lys Arg Ser Arg Ser Cys Thr Asn Pro 
260 265 270 

Ala Pro Leu Asn Gly Gly Ala Phe Cys Glu Gly Gin Asn Val Gin Lys 
275 280 285 

Thr Ala Cys Ala Thr Leu Cys Pro Val Asp Gly Ser Trp Ser Pro Trp 
290 295 * 300 

Ser Lys Trp Ser Ala Cys Gly Leu Asp Cys Thr His Trp Arg Ser Arg 
305 310 315 320 

Glu Cys Ser Asp Pro Ala Pro Arg Asn Gly Gly Glu Glu Cys Gin Gly 



Thr Asp Leu Asp Thr Arg Asn Cys Thr Ser Asp Leu Cys Val His Ser 
340 345 350 

Ala Ser Gly Pro Glu Asp Val Ala Leu Tyr Val Gly Leu He Ala Val 
355 360 365 

Ala Val Cys Leu Val Leu Leu Leu Leu Val Leu He Leu Val Tyr Cys 
370 375 380 

Arg Lys Lys Glu Gly Leu Asp Ser Asp Val Ala Asp Ser Ser He Leu 
385 390 395 400 

Thr Ser Gly Phe Gin Pro Val Ser He Lys Pro Ser Lys Ala Asp Asn 



325 



330 



335 
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405 410 415 

Pro His Leu Leu Thr lie Gin Pro Asp Leu Ser Thr Thr Thr Thr Thr 
420 425 430 

Tyr Gin Gly Ser Leu Cys Pro Arg Gin Asp Gly Pro Ser Pro Lys Phe 
435 440 445 

Gin Leu Thr Asn Gly His Leu Leu Ser Pro Leu Gly Gly Gly Arg His 
450 455 460 

Thr Leu His His Ser Ser Pro Thr Ser Glu Ala Glu Glu Phe Val Ser 
465 470 475 480 

Arg Leu Ser Thr Gin Asn Tyr Phe Arg Ser Leu Pro Arg Gly Thr Ser 

485 490 ~ 495 

Asn Met Thr Tyr Gly Thr Phe Asn Phe Leu Gly Gly Arg Leu Met lie 
500 505 510 

Pro Asn Thr Gly lie Ser Leu Leu lie Pro Pro Asp Ala lie Pro Arg 
515 520 525 

Gly Lys lie Tyr Glu lie Tyr Leu Thr Leu His Lys Pro Glu Asp Val 
530 535 540 

Arg Leu Pro Leu Ala Gly Cys Gin Thr Leu Leu Ser Pro lie Val Ser 
545 550 555 560 

Cys Gly Pro Pro Gly Val Leu Leu Thr Arg Pro Val lie Leu Ala Met 

565 570 575 

Asp His Cys Gly Glu Pro Ser Pro Asp Ser Trp Ser Leu Arg Leu Lys 
580 585 590 

Lys Gin Ser Cys Glu Gly Ser Trp Glu Asp Val Leu His Leu Gly Glu 
595 600 605 

Glu Ala Pro Ser His Leu Tyr Tyr Cys Gin Leu Glu Ala Ser Ala Cys 
610 615 620 

Tyr Val Phe Thr Glu Gin Leu Gly Arg Phe Ala Leu Val Gly Glu Ala 
625 630 635 640 

Leu Ser Val Ala Ala Ala Lys Arg Leu Lys Leu Leu Leu Phe Ala Pro 

645 650 655 

Val Ala Cys Thr Ser Leu Glu Tyr Asn lie Arg Val Tyr Cys Leu His 
660 665 670 ' 

Asp Thr His Asp Ala Leu Lys Glu Val Val Gin Leu Glu Lys Gin Leu 
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675 680 685 

Gly Gly Gin Leu lie Gin Glu Pro Arg Val Leu His Phe Lys Asp Ser 
690 695 700 

Tyr His Asn Leu Arg Leu Ser lie His Asp Val Pro Ser Ser Leu Trp 
705 ' 710 715 720 

Lys Ser Lys Leu Leu Val Ser Tyr Gin Glu lie Pro Phe Tyr His lie 

725 730 735 

Trp Asn Gly Thr Gin Arg Tyr Leu His Cys Thr Phe Thr Leu Glu Arg 
740 745 750 

Val Ser Pro Ser Thr Ser Asp Leu Ala Cys Lys Leu Trp Val Trp Gin 
755 760 765 

Val Glu Gly Asp Gly Gin Ser Phe Ser lie Asn Phe Asn lie Thr Lys 
770 775 780 

Asp Thr Arg Phe Ala Glu Leu Leu Ala Leu Glu Ser Glu Ala Gly Val 
785 790 795 800 

Pro Ala Leu Val Gly Pro Ser Ala Phe Lys lie Pro Phe Leu lie Arg 

805 810 815 

Gin Lys lie lie Ser Ser Leu Asp Pro Pro Cys Arg Arg Gly Ala Asp 
820 825 830 

Trp Arg Thr Leu Ala Gin Lys Leu His Leu Asp Ser His Leu Ser Phe 
835 840 845 

Phe Ala Ser Lys Pro Ser Pro Thr Ala Met lie Leu Asn Leu Trp Glu 
850 855 860 

Ala Arg His Phe Pro Asn Gly Asn Leu Ser Gin Leu Ala Ala Ala Val 
865 870 875 880 

Ala Gly Leu Gly Gin Pro Asp Ala Gly Leu Phe Thr Val Ser Glu Ala 

885 890 895 

Glu Cys 



<210> 3 

<211> 604 "> 

<212> DNA 

<213> Homo sapiens 

<400> 3 
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aggaactcaa 


catgactagt 


caatgcttgc 


tggattgggc 


cttggtgcta 


cttctcacca 


bU 


ctactgcatt 


ctctctggac 


tgtcactttc 


aaaggtgcaa 


gggcaactgg 


gagattttag 


1Z U 


aacatttaaa 


aaacctagga 


gaaaaatttc 


ctctgcaatg 


tctaaaggac 


aggagcaact 


lou 


tcagattctt 


ccaggtttct 


aaaagtaacc 


tgttttcaaa 


ggaaaatgcc 


ctcattgcca 


o /i n 


aaaaagaaat 


gttacagcag 


atattcaaca 


ctttcagcct 


taatgtctcc 


caatctttt t 


JUL) 


ggaatgaaag 


cagcttggag 


agattcctaa 


gtagacttta 


tcagcaaata 


gagaagacag 


*D C. C\ 


aggtgtgttt 


ggagcaggaa 


accaggaaag 


agggccgttc 


actcttgcaa 


agggggaata 


420 


ccatatttag 


actaaaaaat 


tatttccaag 


ggattcacaa 


ctacttacac 


caccaaaatt 


480 


atagcaactg 


tgcctgggag 


gtcatccatg 


ttgaaatccg 


aaggggtcta 


ctatttattg 


540 


aacagtgcac 


aagaagactc 


caataccaag 


aaacaggtta 


tttacataaa 


taactaattt 


600 



ggag 604 



<210> 4 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Thr Ser Gin Cys Leu Leu Asp Trp Ala Leu Val Leu Leu Leu Thr 
15 10 15 

Thr Thr Ala Phe Ser Leu Asp Cys His Phe Gin Arg Cys Lys Gly Asn 
20 25 30 

Trp Glu lie Leu Glu His Leu Lys Asn Leu Gly Glu Lys Phe Pro Leu 
35 40 45 

Gin Cys Leu Lys Asp Arg Ser Asn Phe Arg Phe Phe Gin Val Ser Lys 
50 55 60 

Ser Asn Leu Phe Ser Lys Glu Asn Ala Leu lie Ala Lys Lys Glu Met 
65 70 75 80 

Leu Gin Gin lie Phe Asn Thr Phe Ser Leu Asn Val Ser Gin Ser Phe 

85 90 95 

Trp Asn Glu Ser Ser Leu Glu Arg Phe Leu Ser Arg Leu Tyr Gin Gin 
100 105 110 
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lie Glu Lys Thr Glu Val Cys Leu Glu Gin Glu Thr Arg Lys Glu Gly 
115 120 125 

Arg Ser Leu Leu Gin Arg Gly Asn Thr lie Phe Arg Leu Lys Asn Tyr 
130 13 5 140 

Phe Gin Gly lie His Asn Tyr Leu His His Gin Asn Tyr Ser Asn Cys 
145 150 155 160 

Ala Trp Glu Val lie His Val Glu He Arg Arg Gly Leu Leu Phe He 

165 170 175 

Glu Gin Cys Thr Arg Arg Leu Gin Tyr Gin Glu Thr Gly Tyr Leu His 
180 185 190 

Lys 



<210> 5 
<211> 3465 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . (3465) 

<223> Wherein N is G or A or T or C 
<400> 5 



gatgtatggt 


ctgccctggg 


cttgtctgtt 


ccctcctgag 


cctgagcccc 


ttaccttcct 


60 


gaccccatga 


agcacacact 


ggctctgctg 


gctcccctgc 


tgggcctggg 


cctggggctg 


120 


gccctgagtc 


agctggctgc 


aggggccaca 


gactgcaagt 


tccttggccc 


ggcagagcac 


180 


ctgacattca 


ccccagcagc 


cagggcccgg 


tggctggccc 


ctcgagttcg 


tgcgccagga 


240 


ctcctggact 


ccctctatgg 


caccgtgcgc 


cgcttcctct 


cggtggtgca 


gctcaatcct 


300 


ttcccttcag 


agttggtaaa 


ggccctactg 


aatgagctgg 


cctccgtgaa 


ggtgaatgag 


360 


gtggtgcggt 


acgaggcggg 


ctacgtggta 


tgcgctgtga 


tcgcgggcct 


ctacctgctg 


420 


ctggtgccca 


ctgccgggct 


ttgcttctgc 


tgctgccgct 


gccaccggcg 


ctgcggggga 


480 


cgagtgaaga 


cagagcacaa 


ggcgctggcc 


tgtgagcgcg 


cggccctcat 


ggtcttcctg 


540 


ctgctgacca 


ccctcttgct 


gctgattggt 


gtggtctgtg 


cctttgtcac 


caaccagcgc 


600 


acgcatgaac 


agatgggccc 


cagcatcgag 


gccatgcctg 


agaccctgct 


cagcctctgg 


660 
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ggcctggtct 


ctgatgtccc 


ccaagagctg 


caggccgtgg 


cacagcaatt 


ctccctgccc 


720 


caggagcaag 


tctcagagga 


gctggatggt 


gttggtgtga 


gcattgggag 


cgcgatccac 


780 


actcagctca 


ggagctccgt 


gtaccccttg 


ctggcggccg 


tgggcagttt 


gggccaggtc 


840 


ctgcaggtct 


ccgtgcacca 


cctgcaaacc 


ttgaatgcta 


cagtggtaga 


gctgcaggcc 


900 


gggcagcagg 


acctggagcc 


agccatccgg 


gaacaccggg 


accgcctcct 


tgagctgctg 


960 


caggaggcca 


ggtgccaggg 


agattgtgca 


ggggccctga 


gctgggcccg 


caccctggag 


1020 


ctgggtgctg 


acttcagcca 


ggtgccctct 


gtggaccatg 


tcctgcacca 


gctaaaaggt 


1080 


gtccccgagg 


ccaacttctc 


cagcatggtc 


caggaggaga 


acagcacctt 


caacgccctt 


1140 


ccagccctgg 


ctgccatgca 


gacatccagc 


gtggtgcaag 


agctgaagaa 


ggcagtggcc 


1200 


cagcagccgg 


aaggggtgag 


gacactggct 


gaagggttcc 


cgggcttgga 


ggcagcttcc 


1260 


cgctgggccc 


aggcactgca 


ggaggtggag 


gagagcagcc 


gcccctacct 


gcaggaggtg 


1320 


cagagatacg 


agacctacag 


gtggatcgtg 


ggctgcgtgc 


tgtgctccgt 


ggtcctattc 


1380 


gtggtgctct 


gcaacctgct 


gggcctcaat 


ctgggcatct 


ggggcctgtc 


tgccagggac 


1440 


gaccccagcc 


acccagaagc 


caagggcgag 


gctggagccc 


gcttcctcat 


ggcaggtgtg 


1500 


ggcctcagct 


tcctctttgc 


tgcacccctc 


atcctcctgg 


tgttcgccac 


cttcctggtg 


1560 


ggtggcaacg 


tgcagacgct 


ggtgtgccag 


agctgggaga 


acggcgagct 


ctttgagttt 


1620 


gcagacaccc 


cagggaacct 


gcccccgtcc 


atgaacctgt 


cgcaacttct 


tggcctgagg 


1680 


aagaacatca 


gcatccacca 


agcctatcag 


cagtgcaagg 


aaggggcagc 


gctctggaca 


1740 


gtcctgcagc 


tcaacgactc 


ctacgacctg 


gaggagcacc 


tggatatcaa 


ccagtatacc 


1800 


aacaagctac 


ggcaggagtt 


gcagagcctg 


aaagtagaca 


cacagagcct 


ggacctgctg 


1860 


agctcagccg 


cccgccggga 


cctggaggcc 


ctgcagagca 


gtgggcttca 


gcgcatccac 


1920 


taccccgact 


tcctcgttca 


gatccagagg 


cccgtggtga 


agaccagcat 


ggagcagctg 


1980 


gcccaggagc 


tgcaaggact 


ggcccaggcc 


caagacaatt 


ctgtgctggg 


gcagcggctg 


2040 


caggaggagg 


cccaaggact 


cagaaacctt 


caccaggaga 


aggtcgtccc 


ccagcagagc 


2100 


cttgtggcaa 


agctcaacct 


cagcgtcagg 


gccctggagt 


cctctgcccc 


gaatctccag 


2160 
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gtggctgctg 


ttggtgggga 


cctggagacc 


tcagatgtcc 


uagccaa ugc 


CaCCLaCCug 


ooon 
zzzu 


aaaggagagc 


tgcctgcc tg 


ggcagccagg 


atcctgagga 


augcgaguga 


/"T 4~ /~t 4- 4- 4— /~< 4— /— r 

g uy u l ucc ug 


Z Z O U 


gcccgggaga 


tgggctactt 


ctcccagtac 


gtggcctggg 


tgagagagga 


ggugac ccag 




cgcattgcca 


cctgccagcc 


cctctccgga 


gccctggaca 


acagccgugu 


ya ucc ugug u 


Z 4t U U 


gacatgatgg 


ctgacccctg 


gaatgccttc 


tggttctgcc 


tggcacggug 


y-^ /-^ 4— 4~~ /— « 4~~ +~ /~i 

CaCCCLCuCC 


o /i £ n 

Z 4± O U 


ctgatcccca 


gcatcatctt 


tgccgtcaag 


acc tccaaat 


ac tcccy ucc 


^ ^ 4— ■ y^i f~r f~x — * 

LaUCCgyaaa 


neon 

z oz u 


cgcctcagct 


ccaccagctc 


tgaggagact 


cagctc ttcc 


acaucccccg 


/■^ry^r 4— 4— ^ j»i 4~ 

yy LLaCC uCC 


Z D O U 


ctgaagctgt 


agggccttgt 


gggtgtgntc 


tnt tgccc tg 


nugcnaa lll 


uccangcccc 


9 £ a n 

Z 0 4± W 


gatttaaccc 


tgccnngtgg 


aaacgcgcag 


ggagttgggg 


tctcgggagc 


c uanc uccac 


z / u u 


aatatccctg 


ggtcccatgc 


atgaccaccg 


gcagttgctg 


cggcccaccc 


cgc ucc uggg 


o "7 £ n 

Z / D U 


cctgtgcctc 


ccttgcctcc 


tccagatggc 


cgcctgcctc 


atcgaacccc 


caaccuga uc 


9 Q 0 O 
Z oZ U 


tgcacattcc 


accaggccac 


ccttctgagg 


cagctgcgag 


tccagctgga 


c ttgagtggc 


Z OO U 


agagagcagc 


tggggcggct 


gtgccctgcc 


aggaggatgc 


tgccc caagc 


ctgccggctg 


z y 4 u 


gcaggtctga 


gaaccatccg 


gatcagtcct 


gtccaataga 


gacatgatgc 


aagccacaga 


O u u u 


tgtcacttaa 


aatgagccag 


taggcacagt 


aaagaaagaa 


aaaaaggtta 


aataat ttca 


jUdu 


acgatatgtt 


ttattaaccc 


cattgtaaat 


gattagcact 


caacccttag 


attgaaatag 


J ±Z U 


ggtattaaga 


gtgagaggcc 


gaggctcagc 


cgccaggctt 


tgatgagatg 


ctgcctggtc 


jloU 


aagtggatcc 


tgtccagcac 


agccccacag 


ggctcaggca 


gaggtggctc 


aggacgggtg 




gggctggtgt 


gcatcctttg 


ccgaagcttt 


ctgcacaccc 


gtgacagcag 


cagctatgct 


3300 


gagtggggtg 


gacggggaga 


aaggtgaagg 


ggctttaaga 


atgagtgtcc 


cacgggcctg 


3360 


gtgtacgaag 


acaccttcaa 


actcatttac 


gcgcagttct 


tctctcaggg 


agatggcacc 


3420 


acctatgcac 


acttcctctt 


caacgcctgt 


gatgcgtacg 


ggaac 




3465 



<210> 6 
<211> 841 
<212> PRT 

<213> Homo sapiens 
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Cura 374 CON seq list.txt 

<400> 6 

Met Lys His Thr Leu Ala Leu Leu Ala Pro Leu Leu Gly Leu Gly Leu 
1 5 10 15 

Gly Leu Ala Leu Ser Gin Leu Ala Ala Gly Ala Thr Asp Cys Lys Phe 
20 25 "30 

Leu Gly Pro Ala Glu His Leu Thr Phe Thr Pro Ala Ala Arg Ala Arg 
35 40 45 

Trp Leu Ala Pro Arg Val Arg Ala Pro Gly Leu Leu Asp Ser Leu Tyr 
50 55 60 

Gly Thr Val Arg Arg Phe Leu Ser Val Val Gin Leu Asn Pro Phe Pro 
65 70 75 80 

Ser Glu Leu Val Lys Ala Leu Leu Asn Glu Leu Ala Ser Val Lys Val 

85 90 95 

Asn Glu Val Val Arg Tyr Glu Ala Gly Tyr Val Val Cys Ala Val He 
100 105 110 

Ala Gly Leu Tyr Leu Leu Leu Val Pro Thr Ala Gly Leu Cys Phe Cys 
115 120 125 

Cys Cys Arg Cys His Arg Arg Cys Gly Gly Arg Val Lys Thr Glu His 
130 135 140 

Lys Ala Leu Ala Cys Glu Arg Ala Ala Leu Met Val Phe Leu Leu Leu 
145 150 155 160 

Thr Thr Leu Leu Leu Leu He Gly Val Val Cys Ala Phe Val Thr Asn 

165 170 175 

Gin Arg Thr His Glu Gin Met Gly Pro Ser He Glu Ala Met Pro Glu 
180 185 190 

Thr Leu Leu Ser Leu Trp Gly Leu Val Ser Asp Val Pro Gin Glu Leu 
195 200 205 

Gin Ala Val Ala Gin Gin Phe Ser Leu Pro Gin Glu Gin Val Ser Glu 
210 215 220 

Glu Leu Asp Gly Val Gly Val Ser He Gly Ser Ala He His Thr Gin 
225 230 235 240 

Leu Arg Ser Ser Val Tyr Pro Leu Leu Ala Ala Val Gly Ser Leu Gly 

245 250 255 

Gin Val Leu Gin Val Ser Val His His Leu Gin Thr Leu Asn Ala Thr 
260 265 270 
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Cura 374 CON seq list.txt 



Val Val 

Glu His. 
290 

Gly Asp 
305 

Ala Asp 

Lys Gly 

Ser Thr 

Val Val 
370 

Arg Thr 
385 

Ala Gin 

Glu Val 

Cys Ser 

Leu Gly 
450 

Ala Lys 
465 

Ser Phe 

Leu Val 

Gly Glu 

Met Asn 
530 



Glu Leu 
275 

Arg Asp 
Cys Ala 
Phe Ser 



Val Pro 
340 

Phe Asn 
355 

Gin Glu 



Leu Ala 



Ala Leu 

Gin Arg 
420 

Val Val 
435 

lie Trp 

Gly Glu 

Leu Phe 

Gly Gly 
500 

Leu Phe 
515 

Leu Ser 



Gin Ala 

Arg Leu 

Gly Ala 
310 

Gin Val 
325 

Glu Ala 
Ala Leu 



Leu Lys 



Glu Gly 
390 

Gin Glu 
405 

Tyr Glu 

Leu Phe 

Gly Leu 

Ala Gly 
470 

Ala Ala 
485 

Asn Val 
Glu Phe 
Gin Leu 



Gly Gin 
280 

Leu Glu 
295 

Leu Ser 

Pro Ser 

Asn Phe 

Pro Ala 
360 

Lys Ala 
375 

Phe Pro 

Val Glu 

Thr Tyr 

Val Val 
440 

Ser Ala 
455 

Ala Arg 

Pro Leu 

Gin Thr 

Ala Asp 
520 

Leu Gly 
535 



Gin Asp 

Leu Leu 

Trp Ala 

Val Asp 
330 

Ser Ser 
345 

Leu Ala 

Val Ala 

Gly Leu 

Glu Ser 
410 

Arg Trp 
425 

Leu Cys 

Arg Asp 

Phe Leu 

lie Leu 
490 

Leu Val 
505 

Thr Pro 
Leu Arg 



Leu Glu 

Gin Glu 
300 

Arg Thr 
315 

His Val 

Met Val 

Ala Met 

Gin Gin 
380 

Glu Ala 
395 

Ser Arg 

lie Val 

Asn Leu 

Asp Pro 
460 

Met Ala 
475 

Leu Val 

Cys Gin 

Gly Asn 

Lys Asn 
540 



Pro Ala lie Arg 
285 

Ala Arg Cys Gin 



Leu Glu Leu Gly 

320 

Leu His Gin Leu 
335 

Gin Glu Glu Asn 
350 

Gin Thr Ser Ser 
365 

Pro Glu Gly Val 



Ala Ser Arg Trp 
400 

Pro Tyr Leu Gin 
415 

Gly Cys Val Leu 
430 

Leu Gly Leu Asn 
445 

Ser His Pro Glu 



Gly Val Gly Leu 
480 

Phe Ala Thr Phe 
495 

Ser Trp Glu Asn 
510 



Leu Pro Pro Ser 
525 

lie Ser lie His 
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Cura 374 CON seq list.txt 

Gin Ala Tyr Gin Gin Cys Lys Glu Gly Ala Ala Leu Trp Thr Val Leu 
545 550 555 560 

Gin Leu Asn Asp Ser Tyr Asp Leu Glu Glu His Leu Asp lie Asn Gin 

565 570 575 

Tyr Thr Asn Lys Leu Arg Gin Glu Leu Gin Ser Leu Lys Val Asp Thr 
580 585 590 

Gin Ser Leu Asp Leu Leu Ser Ser Ala Ala Arg Arg Asp Leu Glu Ala 
595 600 " 605 

Leu Gin Ser Ser Gly Leu Gin Arg lie His Tyr Pro Asp Phe Leu Val 
610 615 620 

Gin lie Gin Arg Pro Val Val Lys Thr Ser Met Glu Gin Leu Ala Gin 
625 630 635 640 

Glu Leu Gin Gly Leu Ala Gin Ala Gin Asp Asn Ser Val Leu Gly Gin 

645 650 655 

Arg Leu Gin Glu Glu Ala Gin Gly Leu Arg Asn Leu His Gin Glu Lys 
660 665 670 

Val Val Pro Gin Gin Ser Leu Val Ala Lys Leu Asn Leu Ser Val Arg 
675 680 685 

Ala Leu Glu Ser Ser Ala Pro Asn Leu Gin Val Ala Ala Val Gly Gly 
690 695 700 

Asp Leu Glu Thr Ser Asp Val Leu Ala Asn Val Thr Tyr Leu Lys Gly 
705 710 715 720 

Glu Leu Pro Ala Trp Ala Ala Arg lie Leu Arg Asn Val Ser Glu Cys 

725 730 735 

Phe Leu Ala Arg Glu Met Gly Tyr Phe Ser Gin Tyr Val Ala Trp Val 
740 745 750 

Arg Glu Glu Val Thr Gin Arg lie Ala Thr Cys Gin Pro Leu Ser Gly 
755 760 765 

Ala Leu Asp Asn Ser Arg Val lie Leu Cys Asp Met Met Ala Asp Pro 

770 " " r "' 775 780 

Trp Asn Ala Phe Trp Phe Cys Leu Ala Trp Cys Thr Phe Phe Leu lie 
785 790 795 800 

Pro Ser lie lie Phe Ala Val Lys Thr Ser Lys Tyr Phe Arg Pro lie 

805 810 815 
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Cura 374 CON seq list.txt 

Arg Lys Arg Leu Ser Ser Thr Ser Ser Glu Glu Thr Gin Leu Phe His 
820 825 830 

lie Pro Arg Val Thr Ser Leu Lys Leu 
835 840 

<210> 7 
<211> 3261 
<212> DNA 

<213> Homo sapiens 
<400> 7 



atgaagcaca 


cactggctct 


gctggctccc 


ctgctgggcc 


tgggcctggg 


gctggccctg 


60 


agtcagctgg 


ctgcaggggc 


cacagactgc 


aagttccttg 


gcccggcaga 


gcacctgaca 


120 


ttcaccccag 


cagccagggc 


ccggtggctg 


gcccctcgag 


ttcgtgcgcc 


aggactcctg 


180 


gactccctct 


atggcaccgt 


gcgccgcttc 


ctctcggtgg 


tgcagctcaa 


tcctttccct 


240 


tcagagttgg 


taaaggccct 


actgaatgag 


ctggcctccg 


tgaaggtgaa 


tgaggtggtg 


300 


cggtacgagg 


cgggctacgt 


ggtatgcgct 


gtgatcgcgg 


gcctctacct 


gctgctggtg 


360 


cccactgccg 


ggctttgctt 


ctgctgctgc 


cgctgccacc 


ggcgctgcgg 


gggacgagtg 


420 


aagacagagc 


acaaggcgct 


ggcctgtgag 


cgcgcggccc 


tcatggtctt 


cctgctgctg 


480 


accaccctct 


tgctgctgat 


tggtgtggtc 


tgtgcctttg 


tcaccaacca 


gcgcacgcat 


540 


gaacagatgg 


gccccagcat 


cgaggccatg 


cctgagaccc 


tgctcagcct 


ctggggcctg 


600 


gtctctgatg 


tcccccaaga 


gctgcaggcc 


gtggcacagc 


aattctccct 


gccccaggag 


660 


caagtctcag 


aggagctgga 


tggtgttggt 


gtgagcattg 


ggagcgcgat 


ccacactcag 


720 


ctcaggagct 


ccgtgtaccc 


cttgctggcg 


gccgtgggca 


gtttgggcca 


ggtcctgcag 


780 


gtctccgtgc 


accacctgca 


aaccttgaat 


gctacagtgg 


tagagctgca 


ggccgggcag 


840 


caggacctgg 


agccagccat 


ccgggaacac 


cgggaccgcc 


tccttgagct 


gctgcaggag 


900 


gccaggtgcc 


agggagattg 


tgcaggggcc 


ctgagctggg 


cccgcaccct 


ggagctgggt 


960 


gctgacttca 


gccaggtgcc 


ctctgtggac 


catgtcctgc 


accagctaaa 


aggtgtcccc 


1020 


gaggccaact 


tctccagcat 


ggtccaggag 


gagaacagca 


ccttcaacgc 


ccttccagcc 


1080 


ctggctgcca 


tgcagacatc 


cagcgtggtg 


caagagctga 


agaaggcagt 


ggcccagcag 


1140 
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ccggaagggg tgaggacact ggctgaaggg ttcccgggct tggaggcagc ttcccgctgg 12 0 0 

gcccaggcac tgcaggaggt ggaggagagc agccgcccct acctgcagga ggtgcagaga 126 0 

tacgagacct acaggtggat cgtgggctgc gtgctgtgct ccgtggtcct attcgtggtg 132 0 

ctctgcaacc tgctgggcct caatctgggc atctggggcc tgtctgccag ggacgacccc 1380 

agccacccag aagccaaggg cgaggctgga gcccgcttcc tcatggcagg tgtgggcctc 144 0 

agcttcctct ttgctgcacc cctcatcctc ctggtgttcg ccaccttcct ggtgggtggc 1500 

aacgtgcaga cgctggtgtg ccagagctgg gagaacggcg agctctttga gtttgcagac 1560 

accccaggga acctgccccc gtccatgaac ctgtcgcaac ttcttggcct gaggaagaac 162 0 

atcagcatcc accaagccta tcagcagtgc aaggaagggg cagcgctctg gacagtcctg 1680 

cagctcaacg actcctacga cctggaggag cacctggata tcaaccagta taccaacaag 1740 

ctacggcagg agttgcagag cctgaaagta gacacacaga gcctggacct gctgagctca 1800 

gccgcccgcc gggacctgga ggccctgcag agcagtgggc ttcagcgcat ccactacccc 1860 

gacttcctcg ttcagatcca gaggcccgtg gtgaagacca gcatggagca gctggcccag 192 0 

gagctgcaag gactggccca ggcccaagac aattctgtgc tggggcagcg gctgcaggag 1980 

gaggcccaag gactcagaaa ccttcaccag gagaaggtcg tcccccagca gagccttgtg 2 04 0 

gcaaagctca acctcagcgt cagggccctg gagtcctctg ccccgaatct ccaggtggct 2100 

gctgttggtg gggacctgga gacctcagat gtcctagcca atgtcaccta cctgaaagga 2160 

gagctgcctg cctgggcagc caggatcctg aggaatgtga gtgagtgttt cctggcccgg 222 0 

gagatgggct acttctccca gtacgtggcc tgggtgagag aggaggtgac tcagcgcatt 2280 

gccacctgcc agcccctctc cggagccctg gacaacagcc gtgtgatcct gtgtgacatg 2340 

atggctgacc cctggaatgc cttctggttc tgcctggcat ggtgcacctt cttcctgatc 2400 

cccagcatca tctttgccgt caagacctcc aaatacttcc gtcctatccg gaaacgcctc 2460 

agggcttccg aggagaaacc ctcagggctc tgggtttgtc cctgtgtcag ggctgagggt 252 0 

ctggggggaa ggtcccctct tcaccatatc tccactgcta ccttgctggc cccagagacc 2580 

- accc tgceea*^©eaaaeea<2-*4H5agggee^ 4«0 
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Cura 374 CON seq list.txt 



ttggtgtcca 


gtgggagaat 


actgggaatt 


gccaaggccg 


tc tctgggaa 


gtc ugcagat 


O H A A 

z /UU 


gcccgtgtgc 


ccacaacaga 


tggccgcctg 


cctcatcgaa 


cccccaatct 


gate tgcaca 


Z / 6U 


ttccaccagg 


ccacccttct 


gaggcagctg 


cgagtccagc 


tggacttgag 


tggcagagag 


noon 

z82U 


cagctggggc 


ggctgtgccc 


tgccaggagg 


atgctgcccc 


aagcctgccg 


gctggcagga. 


O O O A 

2880 


c tggctctct 


gtgcttccct 


gcaggctgtg 


actggcccgg 


gctccctgct 


gecaattett 


O A A A 


ccagttcaaa 


tcaacctggg 


ggtcccatct 


tacaccatag 


ccagggaagt 


gaeaaaggeg 


*3 A A A 

i (JUL) 


tcggacggca 


gcctcctggg 


ggacctcggg 


cacacaccac 


ttagcaagaa 


ggagggtatc 


t n f n 


aagtggcaga 


ggccgaggct 


cagccgccag 


gctttgatga 


gatgctgcct 


ggtcaagtgg 


3120 


atcctgtcca 


gcacagcccc 


acagggctca 


ggcagaggtg 


gctcaggacg 


ggtggggctg 


3180 


gtgtgcatcc 


tttgccgaag 


ctttctgcac 


acccgtgaca 


gcagcagcta 


tgctgagtgg 


3240 


ggtggacggg 


gagaaaggtg 


a 








3261 



<210> 8 
<211> 841 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Lys His Thr Leu Ala Leu Leu Ala Pro Leu Leu Gly Leu Gly Leu 
15 10 15 

Gly Leu Ala Leu Ser Gin Leu Ala Ala Gly Ala Thr Asp Cys Lys Phe 
20 25 30 

Leu Gly Pro Ala Glu His Leu Thr Phe Thr Pro Ala Ala Arg Ala Arg 
35 40 45 

Trp Leu Ala Pro Arg Val Arg Ala Pro Gly Leu Leu Asp Ser Leu Tyr 
50 55 60 

Gly Thr Val Arg Arg Phe Leu Ser Val Val Gin Leu Asn Pro Phe Pro 
65 70 75 80 

Ser Glu Leu Val Lys Ala Leu Leu Asn Glu Leu Ala Ser Val Lys Val 

85 90 95 

Asn Glu Val Val Arg Tyr Glu Ala Gly Tyr Val Val Cys Ala Val lie 
i ■ " i m ******* l ^Q mm , — — ~, *m*mmm 1 0-5 ■ mmm mm . m n 
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Cura 374 CON seq list.txt 
Ala Gly Leu Tyr Leu Leu Leu Val Pro Thr Ala Gly Leu Cys Phe Cys 
115 120 125 

Cys Cys Arg Cys His Arg Arg Cys Gly Gly Arg Val Lys Thr Glu His 
130 135 140 

Lys Ala Leu Ala Cys Glu Arg Ala Ala Leu Met Val Phe Leu Leu Leu 
145 150 155 160 

Thr Thr Leu Leu Leu Leu lie Gly Val Val Cys Ala Phe Val Thr Asn 

165 170 175 

Gin Arg Thr His Glu Gin Met Gly Pro Ser lie Glu Ala Met Pro Glu 
180 185 190 

Thr Leu Leu Ser Leu Trp Gly Leu Val Ser Asp Val Pro Gin Glu Leu 
195 200 205 

Gin Ala Val Ala Gin Gin Phe Ser Leu Pro Gin Glu Gin Val Ser Glu 
210 215 220 

Glu Leu Asp Gly Val Gly Val Ser He Gly Ser Ala He His Thr Gin 
225 230 235 240 

Leu Arg Ser Ser Val Tyr Pro Leu Leu Ala Ala Val Gly Ser Leu Gly 

245 250 255 

Gin Val Leu Gin Val Ser Val His His Leu Gin Thr Leu Asn Ala Thr 
260 265 270 

Val Val Glu Leu Gin Ala Gly Gin Gin Asp Leu Glu Pro Ala He Arg 
275 280 285 

Glu His Arg Asp Arg Leu Leu Glu Leu Leu Gin Glu Ala Arg Cys Gin 
290 295 300 

Gly Asp Cys Ala Gly Ala Leu. Ser Trp Ala Arg Thr Leu Glu Leu Gly 
305 310 315 320 

Ala Asp Phe Ser Gin Val Pro Ser Val Asp His Val Leu His Gin Leu 

325 330 335 

Lys Gly Val Pro Glu Ala Asn Phe Ser Ser Met Val Gin Glu Glu Asn 
340 345 350 

Ser Thr Phe Asn Ala Leu Pro Ala Leu Ala Ala Met Gin Thr Ser Ser 
355 360 365 

Val Val Gin Glu Leu Lys Lys Ala Val Ala Gin Gin Pro Glu Gly Val 
370 375 380 
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Cura 374 CON seq list.txt 
Arg Thr Leu Ala Glu Gly Phe Pro Gly Leu Glu Ala Ala- Ser Arg Trp 
385 390 395 400 

Ala Gin Ala Leu Gin Glu Val Glu Glu Ser Ser Arg Pro Tyr Leu Gin 

405 410 415 

Glu Val Gin Arg Tyr Glu Thr Tyr Arg Trp lie Val Gly Cys Val Leu 
420 425 430 

Cys Ser Val Val Leu Phe Val Val Leu Cys Asn Leu Leu Gly Leu Asn 
435 440 445 

Leu Gly lie Trp Gly Leu Ser Ala Arg Asp Asp Pro Ser His Pro Glu 
450 * 455 460 

Ala Lys Gly Glu Ala Gly Ala Arg Phe Leu Met Ala Gly Val Gly Leu 
465 470 475 480 

Ser Phe Leu Phe Ala Ala Pro Leu lie Leu Leu Val Phe Ala Thr Phe 

485 490 495 

Leu Val Gly Gly Asn Val Gin Thr Leu Val Cys Gin Ser Trp Glu Asn 
500 505 510 

Gly Glu Leu Phe Glu Phe Ala Asp Thr Pro Gly Asn Leu Pro Pro Ser 
515 520 525 

Met Asn Leu Ser Gin Leu Leu Gly Leu Arg Lys Asn lie Ser lie His 
530 535 540 

Gin Ala Tyr Gin Gin Cys Lys Glu Gly Ala Ala Leu Trp Thr Val Leu 
545 550 555 560 

Gin Leu Asn Asp Ser Tyr Asp Leu Glu Glu His Leu Asp lie Asn Gin 
. 565 570 575 

Tyr Thr Asn Lys Leu Arg Gin Glu Leu Gin Ser Leu Lys Val Asp Thr 
580 585 590 

Gin Ser Leu Asp Leu Leu Ser Ser Ala Ala Arg Arg Asp Leu Glu Ala 
595 600 605 . 

Leu Gin Ser Ser Gly Leu Gin Arg lie His Tyr Pro Asp Phe Leu Val 
610 615 620 

Gin He Gin Arg Pro Val Val Lys Thr Ser Met Glu Gin Leu Ala Gin 
625 630 635 640 

Glu Leu Gin Gly Leu Ala Gin Ala Gin Asp Asn Ser Val Leu Gly Gin 

645 650 655 
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Cura 374 CON seq list.txt 
Arg Leu Gin Glu Glu Ala Gin Gly Leu Arg Asn Leu His Gin Glu Lys 
660 665 670 

Val Val Pro Gin Gin Ser Leu Val Ala Lys Leu Asn Leu Ser Val Arg 
675 680 685 

Ala Leu Glu Ser Ser Ala Pro Asn Leu Gin Val Ala Ala Val Gly Gly 
690 695 700 

Asp Leu Glu Thr Ser Asp Val Leu Ala Asn Val Thr Tyr Leu Lys Gly 
705 710 715 720 

Glu Leu Pro Ala Trp Ala Ala Arg lie Leu Arg Asn Val Ser Glu Cys 

725 730 735 

Phe Leu Ala Arg Glu Met Gly Tyr Phe Ser Gin Tyr Val Ala Trp Val 
740 745 750 

Arg Glu Glu Val Thr Gin Arg lie Ala Thr Cys Gin Pro Leu Ser Gly 
755 760 765 

Ala Leu Asp Asn Ser Arg Val lie Leu Cys Asp Met Met Ala Asp Pro 
770 775 780 

Trp Asn Ala Phe Trp Phe Cys Leu Ala Trp Cys Thr Phe Phe Leu lie 
785 790 795 800 

Pro Ser lie lie Phe Ala Val Lys Thr Ser Lys Tyr Phe Arg Pro lie 

805 810 815 

Arg Lys Arg Leu Ser Ser Thr Ser Ser Glu Glu Thr Gin Leu Phe His 
820 825 830 

lie Pro Arg Val Thr Ser Leu Lys Leu 
835 840 



<210> 9 
<211> 2007 
<212> DNA 

<213> Homo sapiens 
<400> 9 

agcaatgggg cctggagctt caggggacgg ggtcaggact gagacagctc cacacatagc 60 
actggactcc agagttggtc tgcacgccta cgacatcagc gtggtggtca tctactttgt 12 0 
cttcgtcatt gctgtgggga tctggtcgtc catccgtgca agtcgaggga ccattggcgg 180 
ctatttcctg gccgggaggt ccatgagctg gtggccagtg attggagcat ctctgatgtc 240 
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Cura 374 CON seq list.txt 



cagcaatgtg 


ggcagtggct 


tgt teat egg 


cctggctggg 


acaggggctg 


ccggaggcct 


*3 n n 
jUU 


cgccguaggc 


ggcu ucgag u 


ggaaegcaac 


c tggctgc tc 


ctggcccttg 


gctgggtctt 


*5 £ n 

jOU 


cgtccc ugug 


tacategcag 


caggtgtggt 


cacaatgccg 


cagtatc tga 


agaagegatt 


/ion 




aggatccaga 


tgtacatgtc 


tgtcctgtct 


ctcatcctct 


acatcttcac 


/ion 


caagauc ucg 


gtagacatc t 


tc tc tggagc 


cc tcttcatc 


cagatggcat 


tgggctggaa 


04 U 


cctgtacc tc 


tccacaggga 


tcctgctggt 


ggtgactgcc 


gtctacacca 


ttgcaggtgg 


b U U 


tggcctcatg 


geegtgate t 


acacagatgc 


tetgeagacg 


gtgatcatgg 


tagggggagc 


DOU 


cctggtcctc 


atgtttctgg 


gtaaggaaga 


gaeeggctgg 


tacccaggcc 


tggagcagcg 


/ Z U 


gtacaggcag 


gccatccc ta 


atgtcacagt 


ccccaacacc 


acctgtcacc 


tcccacggcc 


H Q f\ 

1 oil 


egatgetute 


cacatgcttc 


gggaccctgt 


gageggggae 


atcccttggc 


caggtctcat 


Q A C\ 

o4U 


LLLcgggctc 


acagegcugg 


ccacc tggtg 


ttggtgcaca 


gaccaggtaa 


tcgtgcagcg 


q n n 
y UU 


gtctctctcg 


gecaagagtc 


tgtc teatge 


caagggaggc 


tccgtgctgg 


ggggctacct 


c\ a r\ 


gaagatcctc 


cccatgttct 


teategtcat 


gcctggcatg 


ateagceggg 


ccctgttccc 


1 f\ O A 


agagattgeg 


tgtatgtgtg 


tgcctgtgtg 


tacacatgea 


tgtgcagcaa 


ggaagaggaa 


*1 f\ o c\ 


ggaaggagtc 


ctgcaggggt 


tggtggtggc 


agttcgtctc 


tccccaggtc 


tgeggggget 


114 0 


gatgattgee 


gtgatcatgg 


ccgctctcat 


gagctcactc 


acctccatct 


tcaacagcag 


1 O A f\ 

1200 


cagcaccctg 


ttcaccattg 


atgtgtggca 


gcgcttccgc 


aggaagtcaa 


cagagcagga 


*i n /T r\ 

12 60 


gctgatggtg 


gtgggcaggg 


tgtttgtggt 


gttcctggtt 


gtcatcagca 


tcctctggat 


1320 


ccccatcatc 


caaagctcca 


acagtgggca 


gctcttcgac 


tacatccagg 


c tgtcaccag 


-1 n o r\ 

1380 


ttacctggcc 


ccacccatca 


ccgctctctt 


cctgctggcc 


atettctgea 


agagggtcac 


1440 


agagcaggga 


gctttctggg 


gcctcgtgtt 


tggcctggga 


gtggggcttc 


tgegtatgat 


1500 


cctggagttc 


tcatacccag 


cgccagcctg 


tggggaggtg 


gaeeggagge 


cagcagtget 


1560 


gaaggacttc 


cactacctgt 


actttgeaat 


cctcctctgc 


gggctcactg 


ccatcgtcat 


1620 


tgtcattgtc 


agcctctgta 


caactcccat 


ccctgagctc 


cacacataca 


tttattgtgg 


1680 


cactattcac 


aatagcaaag 


actttgaacc 


aatccaaata 


tccaacaatg 


agcaggccct 


1740 


gagcccagca 


gagaaggctg 


cgctagaaca 


gaagctgaca 


agcattgagg 


aggagtcttc 


1800 
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Cura 374 CON seq list.txt 
tggctttgtc cctccagcct ggagctggtt ctgtgggctc tctggaacac cggagcaggc 186 0 
cctgagccca gcagagaagg ctgcgctaga acagaagctg acaagcattg aggaggagcc 192 0 
actctggaga catgtctgca acatcaatgc tgtccttttg ctggccatca acatcttcct 1980 
ctggggctat tttgcgtgat tccacag 2 007 



<210> 10 
<211> 664 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Gly Pro Gly Ala Ser Gly Asp Gly Val Arg Thr Glu Thr Ala Pro 
15 10 15 

His lie Ala Leu Asp Ser Arg Val Gly Leu His Ala Tyr Asp lie Ser 
20 25 30 

Val Val Val lie Tyr Phe Val Phe Val lie Ala Val Gly He Trp Ser 
35 40 45 

Ser He Arg Ala Ser Arg Gly Thr He Gly Gly Tyr Phe Leu Ala Gly 
50 55 60 

Arg Ser Met Ser Trp Trp Pro Val lie Gly Ala Ser Leu Met Ser Ser 
65 70 75 80 

Asn Val Gly Ser Gly Leu Phe lie Gly Leu Ala Gly Thr Gly Ala Ala 

85 90 95 

Gly Gly Leu Ala Val Gly Gly Phe Glu Trp Asn Ala Thr Trp Leu Leu 
100 105 110 

Leu Ala Leu Gly Trp Val Phe Val Pro Val Tyr He Ala Ala Gly Val 
115 120 125 

Val Thr Met Pro Gin Tyr Leu Lys Lys Arg Phe Gly Gly Gin Arg He 
130 135 140 

Gin Met Tyr Met Ser Val Leu Ser Leu He Leu Tyr He Phe Thr Lys 
145 150 155 160 

He Ser Val Asp He Phe Ser Gly Ala Leu Phe He Gin Met Ala Leu 

165 " 170 175 

Gly Trp Asn Leu Tyr Leu Ser Thr Gly He Leu Leu Val Val Thr Ala 
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185 



190 



Val Tyr Thr lie Ala Gly Gly Gly Leu Met Ala Val lie Tyr Thr Asp 
195 200 205 

Ala Leu Gin Thr Val lie Met Val Gly Gly Ala Leu Val Leu Met Phe 
210 215 220 

Leu Gly Lys Glu Glu Thr Gly Trp Tyr Pro Gly Leu Glu Gin Arg Tyr 
225 230 235 240 

Arg Gin Ala lie Pro Asn Val Thr Val Pro Asn Thr Thr Cys His Leu 

245 250 255 

Pro Arg Pro Asp Ala Phe His Met Leu Arg Asp Pro Val Ser Gly Asp 
260 265 270 

lie Pro Trp Pro Gly Leu lie Phe Gly Leu Thr Val Leu Ala Thr Trp 
275 280 285 

Cys Trp Cys Thr Asp Gin Val lie Val Gin Arg Ser Leu Ser Ala Lys 
290 295 300 

Ser Leu Ser His Ala Lys Gly Gly Ser Val Leu Gly Gly Tyr Leu Lys 
305 310 315 320 

He Leu Pro Met Phe Phe He Val Met Pro Gly Met He Ser Arg Ala 

325 330 335 

Leu Phe Pro Glu He Ala Cys Met Cys Val Pro Val Cys Thr His Ala 
340 345 350 

Cys Ala Ala Arg Lys Arg Lys Glu Gly Val Leu Gin Gly Leu Val Val 
355 360 365 

Ala Val Arg Leu Ser Pro Gly Leu Arg Gly Leu Met He Ala Val He 
370 375 380 

Met Ala Ala Leu Met Ser Ser Leu Thr Ser He Phe Asn Ser Ser Ser 
385 390 395 400 

Thr Leu Phe Thr lie Asp Val Trp Gin Arg Phe. Arg Arg Lys Ser Thr 

405 410 415 

Glu Gin Glu Leu Met Val Val Gly Arg Val Phe Val Val Phe Leu Val 
420 425 430 

Val He Ser He Leu Trp He Pro He He Gin Ser Ser Asn Ser Gly 
435 440 445 

Gin Leu Phe Asp Tyr He Gin Ala Val Thr Ser Tyr Leu Ala Pro Pro 
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455 460 

l Leu Ala lie Phe Cys Lys Arg Val Thr Glu 
I 475 480 

r Leu Val Phe Gly Leu Gly Val Gly Leu Leu 
490 495 

Arg Met lie Leu Glu Phe Ser Tyr Pro Ala Pro Ala Cys Gly Glu Val 
500 505 510 

Asp Arg Arg Pro Ala Val Leu Lys Asp Phe His Tyr Leu Tyr Phe Ala 
515 520 525 

lie Leu Leu Cys Gly Leu Thr Ala He Val He Val He Val Ser Leu 
530 535 540 

Cys Thr Thr Pro He Pro Glu Leu His Thr Tyr He Tyr Cys Gly Thr 
545 550 555 560 

He His Asn Ser Lys Asp Phe Glu Pro He Gin He Ser Asn Asn Glu 

565 570 575 

Gin Ala Leu Ser Pro Ala Glu Lys Ala Ala Leu Glu Gin Lys Leu Thr 
580 585 590 

Ser He Glu Glu Glu Ser Ser Gly Phe Val Pro Pro Ala Trp Ser Trp 
595 600 605 

Phe Cys Gly Leu Ser Gly Thr Pro Glu Gin Ala Leu Ser Pro Ala Glu 
610 615 620 

Lys Ala Ala Leu Glu Gin Lys Leu Thr Ser He Glu Glu Glu Pro Leu 
625 630 635 640 

Trp Arg His Val Cys Asn He Asn Ala Val Leu Leu Leu Ala He Asn 

645 650 655 

He Phe Leu Trp Gly Tyr Phe Ala 
660 



<210> 11 
<211> 2153 
<212> DNA 

<213> Homo sapiens 
<400> 11 

atggctctgc agatgttcgt gacttacagt ccttggaatt gtttgctact gctagtggct 60 
cttgagtgtt ctgaagcatc ttctgatttg aatgaatctg caaattccac tgctcagtat 120 



450 

He Thr Ala Leu Phe Leu 
465 470 



Gin Gly Ala Phe Trp Gly 

485 
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gcatctaacg 


cttggtttgc 


tgctgccagc 


tcagagccag 


aggaagggat 


atctgttttt 


180 


gaactggatt 


atgactatgt 


gcaaattcct 


tatgaggtca 


ctctctggat 


acttctagca 


240 


tcccttgcaa 


aaataggttt 


ccacctctac 


cacaggctgc 


caggcctcat 


gccagaaagc 


300 


tgcctcctca 


tcctggtggg 


ggcgctggtg 


ggcggcatca 


tcttcggcac 


cgaccacaaa 


360 


tcgcctccgg 


tcatggactc 


cagcatctac 


ttcctgtatc 


tcctgccacc 


catcgttctg 


420 


gagggcggct 


acttcatgcc 


cacccggccc 


ttctttgaga 


acatcggctc 


catcctgtgg 


480 


tgggcagtat 


tgggggccct 


gatcaacgcc 


ttgggcattg 


gcctctccct 


ctacctcatc 


540 


tgccaggtga 


aggcctttgg 


cctgggcgac 


gtcaacctgc 


tgcagaacct 


gctgttcggc 


600 


agcctgatct 


ccgccgtgga 


cccagtggcc 


gtgctagccg 


tgtttgagga 


agcgcgcgtg 


660 


aacgagcagc 


tctacatgat 


gatctttggg 


gaggccctgc 


tcaatgatgg 


cattactgtg 


720 


gtgttataca 


atatgttaat 


tgcctttaca 


aagatgcata 


aatttgaaga 


catagaaact 


780 


gtcgacattt 


tggctggatg 


tgcccgattc 


atcgttgtgg 


ggcttggagg 


ggtattgttt 


840 


ggcatcgttt 


ttggatttat 


ttctgcattt 


atcacacgtt 


tcactcagaa 


tatctctgca 


900 


attgagccac 


tcatcgtctt 


catgttcagc 


tatttgtctt 


acttagctgc 


tgaaaccctc 


960 


tatctctccg 


gcatcctggc 


gatcacagcc 


tgcgcagtaa 


caatgaaaaa 


gtacgtggaa 


1020 


gaaaacgtgt 


cccagacatc 


atacacgacc 


atcaagtact 


tcatgaagat 


gctgagcagc 


1080 


gtcagcgaga 


ccttgatctt 


catcttcatg 


ggtgtgtcca 


ctgtgggcaa 


gaatcacgag 


1140 


tggaactggg 


ccttcatctg 


cttcaccctg 


gccttctgcc 


aaatctggag 


agccatcagt 


1200 


gtatttgctc 


tcttctatat 


cagtaaccag 


tttcggactt 


tccccttctc 


catcaaggac 


1260 


cagtgcatca 


ttttctacag 


tggtgttcga 


ggagctggaa 


gtttttcact 


tgcatttttg 


1320 


cttcctctgt 


ctctttttcc 


taggaagaaa 


atgtttgtca 


ctgctactct 


agtagttata 


1380 


tactttactg 


tatttattca 


gggaatcaca 


gttggccctc 


tggtcaggta 


cctggatgtt 


1440 


aaaaaaacca 


ataaaaaaga 


atccatcaat 


gaagagcttc 


atattcgtct 


gatggatcac 


1500 


ttaaaggctg 


gaatcgaaga 


tgtgtgtggg 


cactggagtc 


actaccaagt 


gagagacaag 


1560 


tttaagaagt 


ttgatcatag 


atacttacgg 


aaaatcctca 


tcagaaagaa 


cctacccaaa 


1620 
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tcaagcattg 


tttctttgta 


caagaagctg gaaatgaagc 


aagccatcga 


gatggtggag 


1680 


actgggatac 


tgagctctac 


agctttctcc 


ataccccatc 


aggcccagag 


gatacaagga 


1740 


atcaaaagac 


tttcccctga 


agatgtggag 


tccataaggg 


acattctgac 


atccaacatg 


1800 


taccaagttc 


ggcaaaggac 


cctgtcctac 


aacaaataca 


acctcaaacc 


ccaaacaagt 


• \ 

i c\ f r\ 

1860 


gagaagcagg 


ctaaagagat 


tctgatccgc 


cgccagaaca 


ccttaaggga 


gagcatgagg 


1920 


aaaggtcaca 


gcctgccctg 


gggaaagccg 


gctggcacca 


agaatatccg 


ctacctctcc 


1980 


tacccctacg 


ggaatcctca 


gtctgcagga 


agagacacaa 


gggctgctgg 


gttctcaggt 


2040 


aagctgccca 


cctggctgct 


cctttggttg 


aggttcggtc 


gaggtggaca 


gctgaccatg 


2100 


gacacggcag 


ggaccatcac 


aggtcccata 


gtcctttgct 


ccaaaaaaaa 


tag 


2153 



<210> 12 
<211> 717 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Ala Leu Gin Met Phe Val Thr Tyr Ser Pro Trp Asn Cys Leu Leu 
1 5 10 15 

Leu Leu Val Ala Leu Glu Cys Ser Glu Ala Ser Ser Asp Leu Asn Glu 
20 25 30 

Ser Ala Asn Ser Thr Ala Gin Tyr Ala Ser Asn Ala Trp Phe Ala Ala 
35 40 45 

Ala Ser Ser Glu Pro Glu Glu Gly lie Ser Val Phe Glu Leu Asp Tyr 
50 55 60 

Asp Tyr Val Gin lie Pro Tyr Glu Val Thr Leu Trp lie Leu Leu Ala 
65 70 75 80 

Ser Leu Ala Lys lie Gly Phe His Leu Tyr His Arg Leu Pro Gly Leu 

85 90 95 

Met Pro Glu Ser Cys Leu Leu lie Leu Val Gly Ala Leu Val Gly Gly 
100 105 110 

lie He Phe Gly Thr Asp His Lys Ser Pro Pro Val Met Asp Ser Ser 
115 120 125 

lie Tyr Phe Leu Tyr Leu Leu Pro Pro lie Val Leu Glu Gly Gly Tyr 
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130 135 140 

Phe Met Pro Thr Arg Pro Phe Phe Glu Asn lie Gly Ser lie Leu Trp 
145 ~ 150 155 160 

Trp Ala Val Leu Gly Ala Leu lie Asn Ala Leu Gly lie Gly Leu Ser 

165 170 175 

Leu Tyr Leu lie Cys Gin Val Lys Ala Phe Gly Leu Gly Asp Val Asn 
180 185 190 

Leu Leu Gin Asn Leu Leu Phe Gly Ser Leu lie Ser Ala Val Asp Pro 
195 200 205 

Val Ala Val Leu Ala Val Phe Glu Glu Ala Arg Val Asn Glu Gin Leu 
210 215 220 

Tyr Met Met lie Phe Gly Glu Ala Leu Leu Asn Asp Gly lie Thr Val 
225 230 235 240 

Val Leu Tyr Asn Met Leu lie Ala Phe Thr Lys Met His Lys Phe Glu 

245 250 255 

Asp lie Glu Thr Val Asp lie Leu Ala Gly Cys Ala Arg Phe lie Val 
260 265 270 

Val Gly Leu Gly Gly Val Leu Phe Gly He Val Phe Gly Phe He Ser 
275 280 285 

Ala Phe He Thr Arg Phe Thr Gin Asn He Ser Ala He Glu Pro Leu 
290 295 300 

He Val Phe Met Phe Ser Tyr Leu Ser Tyr Leu Ala Ala Glu Thr Leu 
305 310 315 320 

Tyr Leu Ser Gly He Leu Ala He Thr Ala Cys Ala Val Thr Met Lys 

325 330 335 

Lys Tyr Val Glu Glu Asn Val Ser Gin Thr Ser Tyr Thr Thr He Lys 
340 345 350 

Tyr Phe Met Lys Met Leu Ser Ser Val Ser Glu Thr Leu He Phe He 
355 360 365 

Phe Met Gly Val Ser Thr Val Gly Lys Asn His Glu Trp Asn Trp Ala 
370 375 380 

Phe He Cys Phe Thr Leu Ala Phe Cys Gin He Trp Arg Ala He Ser 
385 390 395 400 

Val Phe Ala Leu Phe Tyr He Ser Asn Gin Phe Arg Thr Phe Pro Phe 
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405 410 415 

Ser lie Lys Asp Gin Cys lie lie Phe Tyr Ser Gly Val Arg Gly Ala 
42 0 42 5 43 0 

Gly Ser Phe Ser Leu Ala Phe Leu Leu Pro Leu Ser Leu Phe Pro Arg 
435 440 445 

Lys Lys Met Phe Val Thr Ala Thr Leu Val Val lie Tyr Phe Thr Val 
450 455 460 

Phe lie Gin Gly lie Thr Val Gly Pro Leu Val Arg Tyr Leu Asp Val. 
465 470 475 480 

Lys Lys Thr Asn Lys Lys Glu Ser lie Asn Glu Glu Leu His lie Arg 

485 490 495 

Leu Met Asp His Leu Lys Ala Gly lie Glu Asp Val Cys Gly His Trp 
500 505 510 

Ser His Tyr Gin Val Arg Asp Lys Phe Lys Lys Phe Asp His Arg Tyr 
515 520 525 

Leu Arg Lys lie Leu lie Arg Lys Asn Leu Pro Lys Ser Ser lie Val 
530 535 540 

Ser Leu Tyr Lys Lys Leu Glu Met Lys Gin Ala lie Glu Met Val Glu 
545 550 555 560 

Thr Gly lie Leu Ser Ser Thr Ala Phe Ser lie Pro His Gin Ala Gin 

565 570 575 

Arg lie Gin Gly lie Lys Arg Leu Ser Pro Glu Asp Val Glu Ser lie 
580 585 590 

Arg Asp lie Leu Thr Ser Asn Met Tyr Gin Val Arg Gin Arg Thr Leu 
595 600 605 

Ser Tyr Asn Lys Tyr Asn Leu Lys Pro Gin Thr Ser Glu Lys Gin Ala 
610 615 620 

Lys Glu lie Leu lie Arg Arg Gin Asn Thr Leu Arg Glu Ser Met Arg 
625 630 635 640 

Lys Gly His Ser Leu Pro Trp Gly Lys Pro Ala Gly Thr Lys Asn lie 

645 650 655 

Arg Tyr Leu Ser Tyr Pro Tyr Gly Asn Pro Gin Ser Ala Gly Arg Asp 
660 665 670 

Thr Arg Ala Ala Gly Phe Ser Gly Lys Leu Pro Thr Trp Leu Leu Leu 
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675 .680 685 

Trp Leu Arg Phe Gly Arg Gly Gly Gin Leu Thr Met Asp Thr Ala Gly 
690 695 700 

Thr lie Thr Gly Pro lie Val Leu Cys Ser Lys Lys Asn 
705 710 715 



<210> 13 

<211> 251 

<212> DNA 

<213> Homo sapiens 

<400> 13 

gacaggattc cacagctttg cactcctggc tctgctttct ctgcaaccat gtctgacaaa 60 
cccagcatgg ctgagattga gacactcaat aagcagagat tgaagaaggc agaaacacaa 120 
gagataaatc caccgccttc aagagaaaca aacgaaagaa gcaaacaggt gaattataat 180 
gagctgtgag ctgcgaatag gtactgcaca ttccatgggc attgccttct tattttactt 240 
cttttagctg t 251 



<210> 14 
<211> 46 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Ser Asp Lys Pro Ser Met Ala Glu lie Glu Thr Leu Asn Lys Gin 
1 5 10 15 

Arg Leu Lys Lys Ala Glu Thr Gin Glu lie Asn Pro Pro Pro Ser Arg 
20 25 30 

Glu Thr Asn Glu Arg Ser Lys Gin Val Asn Tyr Asn Glu Leu 

35 - .40 45 



<210> 15 
<211> 2144 
<212> DNA 

<213> Homo sapiens 
<400> 15 

atgcttcaca cggccatatc atgctggcag ccattcctgg gtctggctgt ggtgttaatc 60 
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ttcatgggat 


ccaccattgg 


ctgccccgct 


cgctgtgagt 


gctctgccca 


gaacaaatct 


1 a a 

120 


gttagctgtc 


acagaaggcg 


attgatcgcc 


atcccagagg 


gcattcccat 


cgaaaccaaa 


180 


atcttggacc 


tcagtaaaaa 


caggctaaaa 


agcgtcaacc 


ctgaagaatt 


catatcatat 


a a a 

240 


cctctgctgg 


aagagataga 


cttgagtgac 


aacatcattg 


ccaatgtgga 


accaggagca 


o a a 
iOO 


ttcaacaatc 


tctttaacct 


gcgttccctc 


cgcctaaaag 


gcaatcgtct 


aaagctggtc 


O ^ A 

3 60 


cctttgggag 


tattcacggg 


gctgtccaat 


ctcactaagc 


ttgacattag 


tgagaataag 


yi a a 

420 


attgtcattt 


tactagacta 


catgttccaa 


gatctacata 


acctgaagtc 


tctagaagtg 


A O A 

480 


ggggacaatg 


atttggttta 


tatatcacac 


agggcattca 


gtgggcttct 


tagcttggag 


540 


cagctcaccc 


tggagaaatg 


caacttaaca 


gcagtaccaa 


cagaagccct 


ctcccacctc 


/*" A A 

600 


cgcagcctca 


tcagcctgca 


tctgaagcat 


ctcaatatca 


acaatatgcc 


tgtgtatgcc 


r r r\ 

660 


tttaaaagat 


tgttccacct 


gaaacaccta 


gagattgact 


attggccttt 


actggatatg 


•"7 A A 

720 


atgcctgcca 


atagcctcta 


cggtctcaac 


ctcacatccc 


tttcagtcac 


caacaccaat 


•"J A A 

780 


j j i i 

ctgtctactg 


tacccttcct 


tgcctttaaa 


cacctggtat 


acctgactca 


ccttaacctc 


840 


tcctacaatc 


ccatcagcac 


tattgaagca 


ggcatgttct 


ctgacctgat 


ccgccttcag 


r\ r\ r\ 

900 


gagcttcata 


tagtgggggc 


ccagcttcgc 


accattgagc 


ctcactcctt 


ccaagggctc 


960 


cgcttcctac 


gcgtgctcaa 


tgtgtctcag 


aacctgctgg 


aaactttgga 


agagaatgtc 


1020 


ttctcctccc 


ctagggctct 


ggaggtcttg 


agcattaaca 


acaaccctct 


ggcctgtgac 


"1 o o o 

1080 


tgccgccttc 


tctggatctt 


gcagcgacag 


cccaccctgc 


agtttggtgg 


ccagcaacct 


1140 


atgtgtgctg 


gcccagacac 


catccgtgag 


aggtctttca 


aggatttcca 


tagcactgcc 


1200 


ctttcttttt 


actttacctg 


caaaaaaccc 


aaaatccgtg 


aaaagaagtt 


gcagcatctg 


1260 


ctagtagatg 


aagggcagac 


agtccagcta 


gaatgcagtg 


cagatggaga 


cccgcagcct 


1320 


gtgatttcct 


gggtgacacc 


ccgaaggcgt 


ttcatcacca 


ccaagtccaa 


tggaagagcc 


1380 


accgtgttgg 


gtgatggcac 


cttggaaatc 


cgctttgccc 


aggatcaaga 


cagcgggatg 


1440 


tatgtttgca 


tcgctagcaa 


tgctgctggg 


aatgatacct 


tcacagcctc 


cttaactgtg 


1500 


aaaggattcg 


cttcagatcg 


ttttctttat 


gcgaacagga 


cccctatgta 


catgaccgac 


1560 


tccaatgaca 


ccatttccaa 


tggcagcaat 


gccaatactt 


tttccctgga 


ccttaaaaca 


1620 
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atactggtgt 


ctacagctat 


gggctgcttc 


acattcctgg 


gagtggtttt 


attttgtttt 


1680 


cttctccttt 


ttgtgtggag 


ccgagggaaa 


ggcaagcaca 


aaaacagcat 


tgaccttgag 


1740 


tatgtgccca 


aaaaaaacca 


tggtgctgtt 


gtggaagggg 


aggtagctgg 


acccaggagg 


1800 


ttcaacatga 


aaatgatttg 


aaggcccacc 


cctcacatta 


ctgtctcttt 


gtcaatgtgg 


1860 


gtaatcagta 


agacagtatg 


gcacagtaaa 


ttactagatt 


aagaggcagc 


catgtgcagc 


1920 


tgcccctgta 


tcaaaagcag 


ggtctatgga 


agcaggagga 


cttccaatgg 


agactctcca 


1980 


tcgaaaggca 


ggcaggcagg 


catgtgtcag 


agcccttcac 


acagtgggat 


actaagtgtt 


2040 


tgcgttgcaa 


atattggcgt 


tctggggatc 


tcagtaatga 


acctgaatat 


ttggctcaca 


2100 


ctcacggaca 


attattcagc 


attttctacc 


actgcaaaaa 


aaaa 




2144 



<210> 16 
<211> 606 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Leu His Thr Ala lie Ser Cys Trp Gin Pro Phe 
15 10 

Val Val Leu He Phe Met Gly Ser Thr He Gly Cys 
20 25 

Glu Cys Ser Ala Gin Asn Lys Ser Val Ser Cys His 
35 40 

He Ala He Pro Glu Gly He Pro He Glu Thr Lys 
50 55 60 

Ser Lys Asn Arg Leu Lys Ser Val Asn Pro Glu Glu 
65 70 75 

Pro Leu Leu Glu Glu He Asp Leu Ser Asp Asn He 

85 90 

Glu Pro Gly Ala Phe Asn Asn Leu Phe Asn Leu Arg 
100 105 

Lys Gly Asn Arg Leu Lys Leu Val Pro Leu Gly Val 
115 120 



Leu Gly Leu Ala 
15 

Pro Ala Arg Cys 
30 



Arg Arg Arg Leu 
45 

He Leu Asp Leu 



Phe He Ser Tyr 
80 

He Ala Asn Val 
95 

Ser Leu Arg Leu 
110 

Phe Thr Gly Leu 
125 
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Ser Asn Leu Thr Lys Leu Asp lie Ser Glu Asn Lys lie Val lie Leu 
130 135 140 

Leu Asp Tyr Met Phe Gin Asp Leu His Asn Leu Lys Ser Leu Glu Val 
145 150 155 160 

Gly Asp Asn Asp Leu Val Tyr lie Ser His Arg Ala Phe Ser Gly Leu 

165 170 175 

Leu Ser Leu Glu Gin Leu Thr Leu Glu Lys Cys Asn Leu Thr Ala Val 
180 185 190 

Pro Thr Glu Ala Leu Ser His Leu Arg Ser Leu lie Ser Leu His Leu 
195 200 205 

Lys His Leu Asn lie Asn Asn Met Pro Val Tyr Ala Phe Lys Arg Leu 
210 215 220 

Phe His Leu Lys His Leu Glu lie Asp Tyr Trp Pro Leu Leu Asp Met 
225 230 235 240 

Met Pro Ala Asn Ser Leu Tyr Gly Leu Asn Leu Thr Ser Leu Ser Val 

245 250 255 

Thr Asn Thr Asn Leu Ser Thr Val Pro Phe Leu Ala Phe Lys His Leu 
260 265 270 

Val Tyr Leu Thr His Leu Asn Leu Ser Tyr Asn Pro lie Ser Thr lie 
275 280 285 

Glu Ala Gly Met Phe Ser Asp Leu lie Arg Leu Gin Glu Leu His lie 
290 295 300 

Val Gly Ala Gin Leu Arg Thr lie Glu Pro His Ser Phe Gin Gly Leu 
305 310 315 320 

Arg Phe Leu Arg Val Leu Asn Val Ser Gin Asn Leu Leu Glu Thr Leu 

325 330 335 

Glu Glu Asn Val Phe Ser Ser Pro Arg Ala Leu Glu Val Leu Ser lie 
340 345 350 

Asn Asn Asn Pro Leu Ala Cys Asp Cys Arg Leu Leu Trp lie Leu Gin 
355 360 365 

Arg Gin Pro Thr Leu Gin Phe Gly Gly Gin Gin Pro Met Cys Ala Gly 
370 375 380 

Pro Asp Thr lie Arg Glu Arg Ser Phe Lys Asp Phe His Ser Thr Ala 
385 390 395 400 
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Leu Ser Phe Tyr Phe Thr Cys Lys Lys Pro Lys lie Arg Glu Lys Lys 

405 410 415 

Leu Gin His Leu Leu Val Asp Glu Gly Gin Thr Val Gin Leu Glu Cys 
420 425 430 

Ser Ala Asp Gly Asp Pro Gin Pro Val lie Ser Trp Val Thr Pro Arg 
435 440 445 

Arg Arg Phe lie Thr Thr Lys Ser Asn Gly Arg Ala Thr Val Leu Gly 
450 455 460 

Asp Gly Thr Leu Glu lie Arg Phe Ala Gin Asp Gin Asp Ser Gly Met 
465 470 475 480 

Tyr Val Cys lie Ala Ser Asn Ala Ala Gly Asn Asp Thr Phe Thr Ala 

485 490 495 

Ser Leu Thr Val Lys Gly Phe Ala Ser Asp Arg Phe Leu Tyr Ala Asn 
500 505 510 

Arg Thr Pro Met Tyr Met Thr Asp Ser Asn Asp Thr lie Ser Asn Gly 
515 520 525 

Ser Asn Ala Asn Thr Phe Ser Leu Asp Leu Lys Thr lie Leu Val Ser 
530 535 540 

Thr Ala Met Gly Cys Phe Thr Phe Leu Gly Val Val Leu Phe Cys Phe 
545 550 555 ~ 560 

Leu Leu Leu Phe Val Trp Ser Arg Gly Lys Gly Lys His Lys Asn Ser 

565 570 575 

lie Asp Leu Glu Tyr Val Pro Lys Lys Asn His Gly Ala Val Val Glu 
580 585 590 

Gly Glu Val Ala Gly Pro Arg Arg Phe Asn Met Lys Met lie 
595 600 605 



<210> 17 
<211> 2187 
<212> DNA 

<213> Homo sapiens 
<400> 17 

aatcatgagg aacctataac ccttttggcc acatgcaaaa aagcaagacc cgtgaccaag 60 

gtgtagacta agaagtggag tcatgcttca cacggccata tcatgctggc agccattcct 12 0 

gggtctggct gtggtgttaa tcttcatggg acccaccatt ggctgccccg ctcgctgtga 180 
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gtgctctgcc 


cagaacaaat 


ctgttagctg 


tcacagaagg 


cgattgatcg 


ccatcccaga 


240 


gggcattccc 


atcgaaacca 


aaatcttgaa 


cctcagtaaa 


aacaggctaa 


aaagcgtcaa 


300 


ccctgaagaa 


ttcatatcat 


atcctctgct 


ggaagagata 


gacttgagtg 


acaacatcat 


360 


tgccaatgtg 


gaaccaggag 


cattcaacaa 


tctctttaac 


ctgcgttccc 


tccgcctaaa 


420 


aggcaatcgt 


ctaaagctgg 


tccctttggg 


agtattcacg 


gggctgtcca 


atctcactaa 


480 


gcttgacatt 


agtgagaata 


agattgtcat 


tttactagac 


tacatgttcc 


aagatctaca 


540 


taacctgaag 


tctctagaag 


tgggggacaa 


tgatttggtt 


tatatatcac 


acagggcatt 


600 


cagtgggctt 


cttagcttgg 


agcagctcac 


cctggagaaa 


tgcaacttaa 


cagcagtacc 


660 


aacagaagcc 


ctctcccacc 


tccgcagcct 


catcagcctg 


catctgaagc 


atctcaatat 


720 


caacaatatg 


cctgtgtata 


cctttaaaag 


attgttccac 


ctgaaacacc 


tagagattga 


780 


ctattggcct 


ttactggata 


tgatgcctgc 


caatagcctc 


tacggtctca 


acctcacacc 


840 


cctttcagtc 


accaacacca 


atctgtctac 


tgtacccttc 


cttgccttta 


aacacctggt 


900 


atacctgact 


caccttaacc 


tctcctacaa 


tcccatcagc 


actattgaag 


caggcatgtt 


960 


ctctgacctg 


atccgccttc 


aggagcttca 


tatagtgggg 


gcccagcttc 


gcaccattga 


1020 


gcctcactcc 


ttccaagggc 


tccgcttcct 


acgcgtgctc 


aatgtgtctc 


agaacctgct 


1080 


ggaaactttg 


gaagagaatg 


tcttctcctc 


ccctagggct 


ctggaggtct 


tgagcattaa 


1140 


caacaaccct 


ctggcctgtg 


actgccgcct 


tctctggatc 


ttgcagcgac 


agcccaccct 


1200 


gcagtttggt 


ggccagcaac 


ctatgtgtgc 


tggcccagac 


accatccgtg 


agaggtcttt 


1260 


caaggatttc 


catagcactg 


ccctttcttt 


ttactttacc 


tgcaaaaaac 


ccaaaatccg 


1320 


tgaaaagaag 


ttgcagcatc 


tgctagtaga 


tgaagggcag 


acagtccagc 


tagaatgcag 


1380 


tgcagatgga 


gacccgcagc 


ctgtgatttc 


ctgggtgaca 


ccccgaaggc 


gtttcatcac 


1440 


caccaagtcc 


aatggaagag 


ccaccgtgtt 


gggtgatggc 


accttggaaa 


tccgctttgc 


1500 


ccaggatcaa 


gacagcggga 


tgtatgtttg 


catcgctagc 


aatgctgctg 


ggaatgatac 


1560 


cttcacagcc 


tccttaactg 


tgaaaggatt 


cgcttcagat 


cgttttcttt 


atgcgaacag 


1620 


gacccctatg 


tacatgaccg 


actccaatga 


caccatttcc 


aatggcacca 


atgccaatac 


1680 



Page 34 



tttttccctg 


gaccttaaaa 


Cura 374 CON seq list 
caatactggt gtctacagct 


. txt 

atgggctgct 


tcacattcct 


1740 


gggagtggtt 


ttattttgtt 


ttcttctcct 


ttttgtgtgg 


agccgaggga 


aaggcaagca 


1800 


caaaaacagc 


attgaccttg 


agtatgtgcc 


cagaaaaaac 


agtggtgctg 


ttgtggaagg 


1860 


ggaggtagct 


ggacccagga 


ggttcaacat 


gaaaatgatt 


tgaaggccca 


cccctcacat 


1920 


tactgtctct 


ttgtcaatgt . 


gggtaatcag 


taagacagta 


tggcacagta 


aattactaga 


1980 


ttaagaggca 


gccatgtgca 


gctgcccctg 


tatcaaaagc 


agggtctatg 


gaagcaggag 


2040 


gacttccaat 


ggagactctc 


catcgaaagg 


caggcaggca 


ggcatgtgtc 


agagcccttc 


2100 


acacagtggg 


atactaagtg 


tttgcgttgc 


aaatattggc 


gttctgggga 


tctcagtaat 


2160 


gaacctgaat 


atttggctca 


cactcac 








2187 



<210> 18 . 
<211> 606 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Leu His Thr Ala lie Ser Cys Trp Gin Pro Phe Leu Gly Leu Ala 
15 10 15 

Val Val Leu lie Phe Met Gly Pro Thr lie Gly Cys Pro Ala Arg Cys 
20 25 30 

Glu Cys Ser Ala Gin Asn Lys Ser Val Ser Cys His Arg Arg Arg Leu 
35 40 45 

lie Ala lie Pro Glu Gly lie Pro lie Glu Thr Lys lie Leu Asn Leu 
50 55 60 

Ser Lys Asn Arg Leu Lys Ser Val Asn Pro Glu Glu Phe lie Ser Tyr 
65 70 75 80 

Pro Leu Leu Glu Glu lie Asp Leu Ser Asp Asn lie lie Ala Asn Val 

85 90 95 

Glu Pro Gly Ala Phe Asn Asn Leu Phe Asn Leu Arg Ser Leu Arg Leu 
100 105 110 

Lys Gly Asn Arg Leu Lys Leu Val Pro Leu Gly Val Phe Thr Gly Leu 
115 ~ " 120 125 

Ser Asn Leu Thr Lys Leu Asp lie Ser Glu Asn Lys lie Val lie Leu 
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130 135 140 

Leu Asp Tyr Met Phe Gin Asp Leu His Asn Leu Lys Ser Leu Glu Val 
145 150 155 160 

Gly Asp Asn Asp Leu Val Tyr lie Ser His Arg Ala Phe Ser Gly Leu 

165 170 175 

Leu Ser Leu Glu Gin Leu Thr Leu Glu Lys Cys Asn Leu Thr Ala Val 
180 185 190 

Pro Thr Glu Ala Leu Ser His Leu Arg Ser Leu lie Ser Leu His Leu 
195 200 205 

Lys His Leu Asn lie Asn Asn Met Pro Val Tyr Thr Phe Lys Arg Leu 
210 215 220 

Phe His Leu Lys His Leu Glu lie Asp Tyr Trp Pro Leu Leu Asp Met 
225 230 235 240 

Met Pro Ala Asn Ser Leu Tyr Gly Leu Asn Leu Thr Pro Leu Ser Val 

245 250 255 

Thr Asn Thr Asn Leu Ser Thr Val Pro Phe Leu Ala Phe Lys His Leu 
260 265 270 

Val Tyr Leu Thr His Leu Asn Leu Ser Tyr Asn Pro lie Ser Thr lie 
275 280 285 

Glu Ala Gly Met Phe Ser Asp Leu lie Arg Leu Gin Glu Leu His lie 
290 295 300 

Val Gly Ala Gin Leu Arg Thr lie Glu Pro His Ser Phe Gin Gly Leu 
305 310 315 320 

Arg Phe Leu Arg Val Leu Asn Val Ser Gin Asn Leu Leu Glu Thr Leu 

325 330 335 

Glu Glu Asn Val Phe Ser Ser Pro Arg Ala Leu Glu Val Leu Ser lie 
340 * 345 350 

Asn Asn Asn Pro Leu Ala Cys Asp Cys Arg Leu Leu Trp lie Leu Gin 
355 360 365 

Arg Gin Pro Thr Leu Gin Phe Gly Gly Gin Gin Pro Met Cys Ala Gly 
370 375 380 

Pro Asp Thr lie Arg Glu Arg Ser Phe Lys Asp Phe His Ser Thr Ala 
385 390 395 400 

Leu Ser Phe Tyr Phe Thr Cys Lys Lys Pro Lys lie Arg Glu Lys Lys 
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405 . 410 415 

Leu Gin His Leu Leu Val Asp Glu Gly Gin Thr Val Gin Leu Glu Cys 
420 425 430 

Ser Ala Asp Gly Asp Pro Gin Pro Val lie Ser Trp Val Thr Pro Arg 
435 440 445 

Arg Arg Phe lie Thr Thr Lys Ser Asn Gly Arg Ala Thr Val Leu Gly 
450 455 460 

Asp Gly Thr Leu Glu lie Arg Phe Ala Gin Asp Gin Asp Ser Gly Met 
465 470 475 480 

Tyr Val Cys lie Ala Ser Asn Ala Ala Gly Asn Asp Thr Phe Thr Ala 

485 490 495 

Ser Leu Thr Val Lys Gly Phe Ala Ser Asp Arg Phe Leu Tyr Ala Asn 
500 505 510 

Arg Thr Pro Met Tyr Met Thr Asp Ser Asn Asp Thr lie Ser Asn Gly 
515 520 525 

Thr Asn Ala Asn Thr Phe Ser Leu Asp Leu Lys Thr lie Leu Val Ser 
530 535 540 

Thr Ala Met Gly Cys Phe Thr Phe Leu Gly Val Val Leu Phe Cys Phe 
545 550 555 560 

Leu Leu Leu Phe Val Trp Ser Arg Gly Lys Gly Lys His Lys Asn Ser 

565 570 575 

lie Asp Leu Glu Tyr Val Pro Arg Lys Asn Ser Gly Ala Val Val Glu 
580 585 590 

Gly Glu Val Ala Gly Pro Arg Arg Phe Asn Met Lys Met lie 
595 600 605 



<210> 19 
<211> 1215 
<212> DNA 

<213> Homo sapiens 
<400> 19 

gctcctttct tccctctcca gaagtccatt ggaatattaa gcccaggagt tgctttgggg 60 
atggctggaa gtgcaatgtc ttccaagttc ttcctagtgg ctttggccat atttttctcc 120 
ttcgcccagg ttgtaattga agccaattct tggtggtcgc taggtatgaa taaccctgtt 180 
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cagatgtcag 


aagtatatat 


tataggagca 


cagcctctct 


gcagccaacu 


ggcaggac uu 


9 a n 

Z U 


tctcaaggac 


agaagaaact 


gtgccacttg 


uaccaggacc 


acaugcagua 


CaLcyyaycaa 


^ on 


ggcgcgaaga 


caggcatcaa 


agaatgccag 


tatcaattcc 


gacaucgaag 


y uyyaaL uyc 




agcactgtgg 


ataacacctc 


tgtttttggc 


agggtgatgc 


agauaggtiag 


ccycya.ya.cy 


A9 n 

4±Z u 


gccttcacat 


acgcggtgag 


cgcagcaggg 


gtggtgaacg 


ccacgagccg 


r~f r~i /t 4~~ /*y f~» r~* /~* 

ggcgugccg c 




gagggcgagc 


tgtccacctg 


cggctgcagc 


cgcgccgcgc 


gccccaagga 


CCLyCCyCyy 


c/in 
D 4t U 


gactggctct 


ggggcggc tc 


cggcgccacc 


aacaaaaaag 


yCLdCCyCUC 


cgccaaggag 


DUU 


atcgtgcacg 


cccgcgaacg 


aggacgcatc 


cacgccaagg 


y-w> y-« 4— y-*i >-*i y"< y*>f 

gc ucc cacga 


ydy LyCLcyc 


D D U 


atcctcatga 


acctgcacaa 


caacgaggcc 


ggccgcagga 


cggcgcacaa 


cc uggc ugau 


/ z u 


gtggcctgca 


agtgccatgg 


ggtgtccggc 


tcatgtagcc 


cgaagacacg 


cuggc cgcag 




ctggcagact 


tccgcaaggt 


gggtgatgcc 


ctgaaggaga 


agtacgacag 


cgcggcggcc 




atgcggctca 


acagccgggg 


caagttggta 


caggtcaaca 


gccgc ttcaa 


c ucgcccacc 


q n o 

J7 U U 


acacaagacc 


tggtctacat 


cgaccccagc 


cctgactact 


gcgtgcgcaa 


tgagagcacc 


o ^ n 
you 


ggctcgctgg 


gcacgcaggg 


ccgcctgtgc 


aacaagacgt 


cggagggcat 


ggacggccgc 


1UZU 


gagctcatgt 


gctgcggccg 


tggctacgac 


cagttcaaga 


ccgtgcagac 


ggagcgctgc 


1080 


cactgcaagt 


tccactggtg 


ctgctacgtc 


aagtgcaaga 


agtgcacgga 


gatcgtggac 


1140 


cagtttgtgt 


gcaagtagtg 


ggtgccaccc 


agcactcagc 


cccgctccca 


ggacccgctt 


1200 


atttatagaa 


agtac 










1215 



<210> 20 
<211> 380 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Leu Gin Lys Ser He Gly He Leu Ser Pro Gly Val Ala Leu Gly Met 
1 5 10 15 

Ala Gly Ser Ala Met Ser Ser Lys Phe Phe Leu Val Ala Leu Ala He 

20 25 " 30 

Phe Phe Ser Phe Ala Gin Val Val He Glu Ala Asn Ser Trp Trp Ser 
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35 40 45 

Leu Gly Met Asn Asn Pro Val Gin Met Ser Glu Val Tyr lie lie Gly 
50 55 60 

Ala Gin Pro Leu Cys Ser Gin Leu Ala Gly Leu Ser Gin Gly Gin Lys 
65 70 75 80 

Lys Leu Cys His Leu Tyr Gin Asp His Met Gin Tyr lie Gly Glu Gly 

85 90 95 

Ala Lys Thr Gly lie Lys Glu Cys Gin Tyr Gin Phe Arg His Arg Arg 
100 105 110 

Trp Asn Cys Ser Thr Val Asp Asn Thr Ser Val Phe Gly Arg Val Met 
115 120 125 

Gin lie Gly Ser Arg Glu Thr Ala Phe Thr Tyr Ala Val Ser Ala Ala 
130 135 140 

Gly Val Val Asn Ala Met Ser Arg Ala Cys Arg Glu Gly Glu Leu Ser 
145 150 155 160 

Thr Cys Gly Cys Ser Arg Ala Ala Arg Pro Lys Asp Leu Pro Arg Asp 

165 170 175 

Trp Leu Trp Gly Gly Ser Gly Ala Thr Asn Lys Lys Gly Tyr Arg Ser 
180 185 190 

Ala Lys Glu lie Val His Ala Arg Glu Arg Gly Arg lie His Ala Lys 
195 200 205 

Gly Ser Tyr Glu Ser Ala Arg lie Leu Met Asn Leu His Asn Asn Glu 
210 215 220 

Ala Gly Arg Arg Thr Val Tyr Asn Leu Ala Asp Val Ala Cys Lys Cys 
225 230 235 240 

His Gly Val Ser Gly Ser Cys Ser Leu Lys Thr Cys Trp Leu Gin Leu 

245 250 255 

Ala Asp Phe Arg Lys Val Gly Asp Ala Leu Lys Glu Lys Tyr Asp Ser 
260 265 ~ 270 

Ala Ala Ala Met Arg Leu Asn Ser Arg Gly Lys Leu Val Gin Val Asn 

275 280 ' • . 285 

Ser Arg Phe Asn Ser Pro Thr Thr Gin Asp Leu Val Tyr lie Asp Pro 
290 295 300 

Ser Pro Asp Tyr Cys Val Arg Asn Glu Ser Thr Gly Ser Leu Gly Thr 
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305 310 315 320 

Gin Gly Arg Leu Cys Asn Lys Thr Ser Glu Gly Met Asp Gly Cys Glu 

325 330 335 

Leu Met Cys Cys Gly Arg Gly Tyr Asp Gin Phe Lys Thr Val Gin Thr 

340 345 V' / 350 

Glu Arg Cys His Cys Lys Phe His Trp Cys Cys Tyr Val Lys Cys Lys 
355 360 365 



Lys Cys Thr Glu lie Val Asp Gin Phe Val Cys Lys 



370 




375 




380 






<210> 21 
<211> 4113 
<212> DNA 
<213> Homo 


sapiens 












<400> 21 
attaattctg 


gctccacttg 


ttgctcggcc 


caggttgggg 


agaggacgga 


gggtggccgc 


60 


agcgggttcc 


tgagtgaatt 


acccaggagg 


gactgagcac 


agcaccaact 


agagaggggt 


12 0 


cagggggtgc 


gggactcgag 


cgagcaggaa 


ggaggcagcg 


cctggcacca 


gggctttgac 


180 


tcaacagaat 


tgagacacgt 


ttgtaatcgc 


tggcgtgccc 


cgcgcacagg 


atcccagcga 


240 


aaatcagatt 


tcctggtgag 


gttgcgtggg 


tggattaatt 


tggaaaaaga 


aactgcctat 


300 


atcttgccat 


caaaaaactc 


acggaggaga 


agcgcagtca 


atcaacagta 


aacttaagag 


360 


acccccgatg 


ctcccctggt 


ttaacttgta 


tgcttgaaaa 


ttatctgaga 


gggaataaac 


420 


atcttttcct 


tcttccctct 


ccagaagtcc 


attggaatat 


taagcccagg 


agttgctttg 


480 


gggatggctg 


gaagtgcaat 


gtcttccaag 


ttcttcctag 


tggctttggc 


catatttttc 


540 


tccttcgccc 


aggttgtaat 


tgaagccaat 


tcttggtggt 


cgctaggtat 


gaataaccct 


600 


gttcagatgt 


cagaagtata 


tattatagga 


gcacagcctc 


tctgcagcca 


actggcagga 


660 


ctttctcaag 


gacagaagaa 


actgtgccac 


ttgtatcagg 


accacatgca 


gtacatcgga 


720 


gaaggcgcga 


agacaggcat 


caaagaatgc 


cagtatcaat 


tccgacatcg 


acggtggaac 


780 


tgcagcacag 


cggataacac 


ctctgtcttt 


gggagagtca 


tgcagatagg 


cagccgcgag 


840 


acggccttca 


cccacgcggt 


gagcgccgcg 


ggcgtggtca 


acgccatcag 


ccgggcctgc 


900 
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cgcgagggcg 


agctctccac 


ctgcggctgc 


ageeggaegg 


cgcggcccaa 


ggacctgccc 


Q a n 
y 6 0 


cgggactggc 


tgtggggcgg 


ctgtggggac 


aacgtggagt 


acggctaccg 


cttcgccaag 


lUzU 


gagtttgtgg 


acgcccggga 


gcgagagaag 


aactttgeca 


aaggatcaga 


ggagcagggc 


i n o n 


cgggtgctca 


tgaacctgea 


aaacaacgag 


gccggtcgca 


gggctgtgta 


taagatggca 


1 1 A C\ 

114 0 


gacgtagcct 


geaaatgeca 


eggegtc teg 


gggtcctgea 


gcctcaagac 


ctgctggctg 


1 o r\ r\ 


cage tggccg 


agttccgcaa 


ggteggggae 


eggctgaagg 


agaagtacga 


cagcgcggcc 


1 o a n 
Iz o U 


gccatgcggc 


tcaacagccg 


gggcaagttg 


gtacaggtca 


acagccgctt 


caac tcgccc 


1 *3 o n 


accacaeaag 


acctggtcta 


catcgacccc 


agccctgact 


actgcgtgcg 


caatgagagc 


i Ton 

1 JoO 


accggctcgc 


tgggcacgea 


gggccgcctg 


tgcaacaaga 


cgtcggaggg 


catggatggc 


1 / A f\ 

144 0 


tgegagctea 


tgtgctgcgg 


ccgtgggtac 


gaccagttca 


agacegtgea 


gaeggagege 


i c r\ r\ 
loOO 


tgccactgca 


agttccactg 


gtgetgetae 


gtcaagtgca 


agaagtgeae 


ggagatcgtg 


1 C A 

1560 


gaccagtttg 


tgtgcaagta 


gtgggtgcca 


cccagcactc 


agccccgctc 


ccaggacccg 


16z 0 


cttatxtata 


gaaagtacag 


tgattctggt 


4—4—4—4- , 1— ±—1—1— 

ttttggtttt 


tagaaatatt 


4—4— 4— 4— — 4—4—4—4—4— 

ttttattttt 


1680 


ccccaagaat 


tgcaaccgga 


accatttttt 


1— l— — — 4— « 4— 4— ~m 

ttcctgttac 


catctaagaa 


— . 4— 4— 4— 4— 4_ 

ctctgtggtt 


1740 


tattattaat 


attataatta 


4— 4— — 4- 4— 4— — _ — _ — 

ttatttggca 


ataatggggg 


tgggaaccac 


gaaaaatatt 


1800 


tattttgtgg 


atctttgaaa 


aggtaataca 


^ — — 4— 4— _ 4— 4-4— 

agacttcttt 


tggatagtat 


agaatgaagg 


-I A /- A 

1860 


gggaaataac 


acatacccta 


acttagctgt 


gtggacatgg 


tacacatcca 


gaaggtaaag 


*i a a a 

1920 


aaatacattt 


-I— -, 1 1 4-4-1 - 1 

tctttttctc 


aaatatgeca 


tcatatggga 


tgggtaggtt 


ccagttgaaa 


1 a a a 

1980 


gagggtggta 


I I I 1 

gaaatctatt 


cacaattcag 


cttctatgac 


caaaatgagt 


tgtaaattct 


2040 


ctggtgcaag 


ataaaaggtc 


ttgggaaaac 


aaaacaaaac 


aaaacaaacc 


tcccttcccc 


A 1 A A 

2100 


agcagggctg 


etagcttget 


ttctgcattt 


tcaaaatgat 


aatttacaat 


ggaaggacaa 


2160 


gaatgtcata 


ttctcaagga 


aaaaaggtat 


atcacatgtc 


i_„^ii_^ i .... i 

tcattctcct 


caaatattcc 


A A A A 

2220 


atttgeagae 


agacegtcat 


attctaatag 


ctcatgaaat 


ttgggcagca 


gggaggaaag 


2280 


tccccagaaa 


ttaaaaaatt 


taaaactctt 


atgtcaagat 


gttgatttga 


agctgttata 


2340 


agaattggga 


ttccagattt 


gtaaaaagac 


ccccaatgat 


tctggacact 


agattttttg 


2400 


tttggggagg 


ttggcttgaa 


cataaatgaa 


atatcctgta 


ttttcttagg 


gatacttggt 


2460 
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tagtaaatta 


taatagtaga 


aataatacat 


gaatcccatt 


cacaggtttc 


tcagcccaag 


2520 


caacaaggta 


attgcgtgcc 


attcagcact 


gcaccagagc 


agacaaccta 


tttgaggaaa 


2580 


aacagtgaaa 


tccaccttcc 


tcttcacact 


gagccctctc 


tgattcctcc 


gtgttgtgat 


2640 


gtgatgctgg 


ccacgtttcc 


aaacggcagc 


tccactgggt 


cccctttggt 


tgtaggacag 


2700 


gaaatgaaac 


attaggagct 


ctgcttggaa 


aacagttcac 


tacttaggga 


tttttgtttc 


2760 


ctaaaacttt 


tattttgagg 


agcagtagtt 


ttctatgttt 


taatgacaga 


acttggctaa 


2820 


tggaattcac 


agaggtgttg 


cagcgtatca 


ctgttatgat 


cctgtgttta 


gattatccac 


2880 


tcatgcttct 


cctattgtac 


tgcaggtgta 


ccttaaaact 


gttcccagtg 


tacttgaaca 


2940 


gttgcattta 


taagggggga 


aatgtggttt 


aatggtgcct 


gatatctcaa 


agtcttttgt 


3000 


acataacata 


tatatatata 


tacatatata 


taaatataaa 


tataaatata 


tctcattgca 


3060 


gccagtgatt 


tagatttaca 


gcttactctg 


gggttatctc 


tctgtctaga 


gcattgttgt 


3120 


ccttcactgc 


agtccagttg 


ggattattcc 


aaaagttttt 


tgagtcttga 


gcttgggctg 


3180 


tggccccgct 


gtgatcatac 


cctgagcacg 


acgaagcaac 


ctcgtttctg 


aggaagaagc 


3240 


ttgagttctg 


actcactgaa 


atgcgtgttg 


ggttgaagat 


atcttttttt 


cttttctgcc 


3300 


tcaccccttt 


gtctccaacc 


tccatttctg 


ttcactttgt 


ggagagggca 


ttacttgttc 


3360 


gttatagaca 


tggacgttaa 


gagatattca 


aaactcagaa 


gcatcagcaa 


tgtttctctt 


3420 


ttcttagttc 


attctgcaga 


atggaaaccc 


atgcctatta 


gaaatgacag 


tacttattaa 


3480 


ttgagtccct 


aaggaatatt 


cagcccacta 


catagatagc 


tttttttttt 


tttttttttt 


3540 


tttaataagg 


acacctcttt 


ccaaacaggc 


catcaaatat 


gttcttatct 


cagacttacg 


3600 


ttgttttaaa 


agtttggaaa 


gatacacatc 


ttttcatacc 


cccccttagg 


aggttgggct 


3660 


ttcatatcac 


ctcagccaac 


tgtggctctt 


aatttattgc 


ataatgatat 


ccacatcagc 


3720 


caactgtggc 


tctttaattt 


attgcataat 


gatattcaca 


tcccctcagt 


tgcagtgaat 


3780 


tgtgagcaaa 


agatcttgaa 


agcaaaaagc 


actaattagt 


ttaaaatgtc 


acttttttgg 


3840 


tttttattat 


acaaaaacca 


tgaagtactt 


tttttatttg 


ctaaatcaga 


ttgttccttt 


3900 


ttagtgactc 


atgtttatga 


agagagttga 


gtttaacaat 


cctagctttt 


aaaagaaact 


3960 
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atttaatgta aaatattcta catgtcattc agatattatg tatatcttct agcctttatt 4020 

ctgtactttt aatgtacata tttctgtctt gcgtgatttg tatatttcac tggtttaaaa 4080 

aacaaacatc gaaaggctta ttccaaatgg aag 4113 



<210> 22 

<211> 380 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Leu Gin Lys Ser lie Gly lie Leu Ser Pro Gly Val Ala Leu Gly Met 
1 5 10 15 

Ala Gly Ser Ala Met Ser Ser Lys Phe Phe Leu Val Ala Leu Ala lie 
20 25 30 

Phe Phe Ser Phe Ala Gin Val Val lie Glu Ala Asn Ser Trp Trp Ser 
35 40 45 

Leu Gly Met Asn Asn Pro Val Gin Met Ser Glu Val Tyr lie lie Gly 
50 55 60 

Ala Gin Pro Leu Cys Ser Gin Leu Ala Gly Leu Ser Gin Gly Gin Lys 
65 70 75 80 

Lys Leu Cys His Leu Tyr Gin Asp His Met Gin Tyr lie Gly Glu Gly 

85 90 95 

Ala Lys Thr Gly lie Lys Glu Cys Gin Tyr Gin Phe Arg His Arg Arg 
100 105 110 

Trp Asn Cys Ser Thr Ala Asp Asn Thr Ser Val Phe Gly Arg Val Met 
115 120 125 

Gin lie Gly Ser Arg Glu Thr Ala Phe Thr His Ala Val Ser Ala Ala 
130 135 140 

Gly Val Val Asn Ala lie Ser Arg Ala Cys Arg Glu Gly Glu Leu Ser 
145 150 155 160 

Thr Cys Gly Cys Ser Arg Thr Ala Arg Pro Lys Asp Leu Pro Arg Asp 

165 - 170 175 

Trp Leu Trp Gly Gly Cys Gly Asp Asn Val Glu Tyr Gly Tyr Arg Phe 
180 185 190 

Ala Lys Glu Phe Val Asp Ala Arg Glu Arg Glu Lys Asn Phe Ala Lys 
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195 200 205 

Gly Ser Glu Glu Gin Gly Arg Val Leu Met Asn Leu Gin Asn Asn Glu 
210 215 220 

Ala Gly Arg Arg Ala Val Tyr Lys Met Ala Asp Val Ala Cys Lys Cys 
225 230 235 240 

His Gly Val Ser Gly Ser Cys Ser Leu Lys Thr Cys Trp Leu' Gin Leu 

245 250 255 

Ala Glu Phe Arg Lys Val Gly Asp Arg Leu Lys Glu Lys Tyr Asp Ser 
260 265 270 

Ala Ala Ala Met Arg Leu Asn Ser Arg Gly Lys Leu Val Gin Val Asn 
275 280 285 

Ser Arg Phe Asn Ser Pro Thr Thr Gin Asp Leu Val Tyr lie Asp Pro 
290 295 300 

Ser Pro Asp Tyr Cys Val Arg Asn Glu Ser Thr Gly Ser Leu Gly Thr 
305 310 315 320 

Gin Gly Arg Leu Cys Asn Lys Thr Ser Glu Gly Met Asp Gly Cys Glu 

325 330 335 

Leu Met Cys Cys Gly Arg Gly Tyr Asp Gin Phe Lys Thr Val Gin Thr 
340 345 350 

Glu Arg Cys His Cys Lys Phe His Trp Cys Cys Tyr Val Lys Cys Lys 
355 360 365 

Lys Cys Thr Glu lie Val Asp Gin Phe Val Cys Lys 
370 375 380 



<210> 23 
<211> 1214 
<212> DNA 

<213> Homo sapiens 
<400> 23 

ctcctttctt ccctctccag aagtccattg gaatattaag cccaggagtt gctttgggga 60 

tggctggaag tgcaatgtct tccaagttct tcctagtggc tttggccata tttttctcct 120 

tcgcccaggt tgtaattgaa gccaattctt ggtggtcgct aggtatgaat aaccctgttc 180 

agatgtcaga agtatatatt ataggagcac agcctctctg cagccaactg gcaggacttt 240 

ctcaaggaca gaagaaactg tgccacttgt atcaggacca catgcagtac atcggagaag 300 
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gcgcgaagac 


aggcatcaaa 


gaatgccagt 


atcaattccg 


acatcgaagg 


tggaactgca 


360 


gcactgtgga 


taacacctct 


gtttttggca 


gggtgatgca 


gataggcagc 


cgcgagacgg 


420 


ccttcacata 


cgcggtgagc 


gcagcagggg 


tggtgaacgc 


catgagccgg 


gcgtgccgcg 


480 


agggcgagct 


gtccacctgc 


ggctgcagcc 


gcgccgcgcg 


ccccaaggac 


ctgccgcggg 


540 


actggctctg 


gggcggctgc 


ggcgacaaca 


tcgactatgg 


ctaccgcttt 


gccaaggagt 


600 


tcgtggacgc 


ccgcgagcgg 


gagcgcatcc 


acgccaaggg 


ctcctacgag 


agtgctcgca 


660 


tcctcatgaa 


cctgcacaac 


aacgaggccg 


gccgcaggac 


ggtgtacaac 


ctggctgatg 


720 


tggcctgcaa 


gtgccatggg 


gtgtccggct 


catgtagcct 


gaagacatgc 


tggctgcagc 


780 


tggcagactt 


ccgcaaggtg 


ggtgatgccc 


tgaaggagaa 


gtacgacagc 


gcggcggcca 


840 


tgcggctcaa 


cagccggggc 


aagttggtac 


aggtcaacag 


ccgcttcaac 


tcgcccacca 


900 


cacaagacct 


ggtctacatc 


gaccccagcc 


ctgactactg 


cgtgcgcaat 


gagagcaccg 


960 


gctcgctggg 


cacgcagggc 


cgcctgtgca 


acaagacgtc 


ggagggcatg 


gatggctgcg 


1020 


agctcatgtg 


ctgcggccgt 


ggctacgacc 


agttcaagac 


cgtgcagacg 


gagcgctgcc 


1080 


actgcaagtt 


ccactggtgc 


tgctacgtca 


agtgcaagaa 


gtgcacggag 


atcgtggacc 


1140 


agtttgtgtg 


caagtagtgg 


gtgccaccca 


gcactcagcc 


ccgcccccag 


gacccgctta 


1200 


tttatagaaa 


gtac 










1214 



<210> 24 
<211> 365 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Ala Gly Ser Ala Met Ser Ser Lys Phe Phe Leu Val Ala Leu Ala 
15 10 15 

lie Phe Phe Ser Phe Ala Gin Val Val lie Glu Ala Asn Ser Trp Trp 
20 25 30 

Ser Leu Gly Met Asn Asn Pro Val Gin Met Ser Glu Val Tyr lie lie 
35 40 45 

Gly Ala Gin Pro Leu Cys Ser Gin Leu Ala Gly Leu Ser Gin Gly Gin 
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50 55 60 

Lys Lys Leu Cys His Leu Tyr Gin Asp His Met Gin Tyr lie Gly Glu 
65 70 75 80 

Gly Ala Lys Thr Gly lie Lys Glu Cys Gin Tyr Gin Phe Arg His Arg 

85 90 95 

Arg Trp Asn Cys Ser Thr Val Asp Asn Thr Ser Val Phe Gly Arg Val 
100 105 110 

Met Gin lie Gly Ser Arg Glu Thr Ala Phe Thr Tyr Ala Val Ser Ala 
115 120 125 

Ala Gly Val Val Asn Ala Met Ser Arg Ala Cys Arg Glu Gly Glu Leu 
130 135 140 

Ser Thr Cys Gly Cys Ser Arg Ala Ala Arg Pro Lys Asp Leu Pro Arg 
145 150 155 160 

Asp Trp Leu Trp Gly Gly Cys Gly Asp Asn lie Asp Tyr Gly Tyr Arg 

165 170 175 

Phe Ala Lys Glu Phe Val Asp Ala Arg Glu Arg Glu Arg lie His Ala 
180 185 190 

Lys Gly Ser Tyr Glu Ser Ala Arg lie Leu Met Asn Leu His Asn Asn 
195 200 205 

Glu Ala Gly Arg Arg Thr Val Tyr Asn Leu Ala Asp Val Ala Cys Lys 
210 215 220 

Cys His Gly Val Ser Gly Ser Cys Ser Leu Lys Thr Cys Trp Leu Gin 
225 230 235 240 

Leu Ala Asp Phe Arg Lys Val Gly Asp Ala Leu Lys Glu Lys Tyr Asp 

245 250 255 

Ser Ala Ala Ala Met Arg Leu Asn Ser Arg Gly Lys Leu Val Gin Val 
260 265 270 

Asn Ser Arg Phe Asn Ser Pro Thr Thr Gin Asp Leu Val Tyr lie Asp 
275 280 285 

Pro Ser Pro Asp Tyr Cys Val Arg Asn Glu Ser Thr Gly Ser Leu Gly 
290 295 300 

Thr Gin Gly Arg Leu Cys Asn Lys Thr Ser Glu Gly Met Asp Gly Cys 
305 310 315 320 

Glu Leu Met Cys Cys Gly Arg Gly Tyr Asp Gin Phe Lys Thr Val Gin 
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325 330 335 

Thr Glu Arg Cys His Cys Lys Phe His Trp Cys Cys Tyr Val Lys Cys 
340 345 350 



Lys Lys Cys Thr Glu lie Val Asp Gin Phe Val Cys Lys 



355 


360 




365 






<Z 1U> Z D 

<211> 4213 

< Z 1 Z > UNA 

<213> Homo 


sapiens 












<400> 25 
atggctccac 


tccgcgcgct 


gctgtcctac 


ctgctgcctt 


tgcactgtgc 


gctctgcgcc 


C A 

60 


gccgcgggca 


gccggacccc 


agagctgcac 


ctctctggaa 


agctcagtga 


ctatggtgtg 


1 H A 

lzU 


acagtgccc t 


gcagcacaga 


ctttcgggga 


cgcttcctct 


cccacgtggt 


gtctggccca 


180 


gcagcagcct 


ctgcagggag 


catggtagtg 


gacacgccac 


ccacactacc 


acgacactcc 


O A A 


agtcacctcc 


gggtggctcg 


cagccctctg 


cacccaggag 


ggaccctgtg 


gcctggcagg 


*) Art 

300 


gtggggcgcc 


actccctcta 


cttcaatgtc 


actgttttcg 


ggaaggaact 


gcacttgcgc 


n c r\ 

360 


ctgcggccca 


atcggaggtt 


ggtagtgcca 


ggatcctcag 


tggagtggca 


ggaggatttt 


420 


cgggagc tgt 


tccggcagcc 


cttacggcag 


gagtgtgtgt 


acactggagg 


tgtcactgga 


480 


atgcctgggg 


cagctgttgc 


catcagcaac 


tgtgacggat 


tgtgtgcagg 


ccctgcgggc 


540 


ctcatccgca 


cagacagcac 


cgacttcttc 


attgagcctc 


tggagcgggg 


ccagcaggag 


600 


aaggaggcca 


gcgggaggac 


acatgtggtg 


taccgccggg 


aggccgtcca 


gcaggacttt 


660 


ggcctgggag 


accttcccaa 


cctgctgggc 


ctggtggggg 


accagctggg 


cgacacagag 


720 


cggaagcggc 


ggcatgccaa 


gccaggcagc 


tacagcatcg 


aggtgctgct 


ggtggtggac 


780 


gactcggtgg 


ttcgcttcca 


tggcaaggag 


catgtgcaga 


actatgtcct 


caccctcatg 


840 


aatatcgtga 


gtgtagatga 


gatttaccac 


gatgagtccc 


tgggggttca 


tataaatatt 


900 


gccctcgtcc 


gcttgatcat 


ggttggctac 


cgacagtccc 


tgagcctgat 


cgagcgcggg 


960 


aacccctcac 


gcagcctgga 


gcaggtgtgt 


cgctgggcac 


actcccagca 


gcgccaggac 


1020 


cccagccacg 


ctgagcacca 


tgaccacgtt 


gtgttcctca 


cccggcagga 


ctttgggccc 


1080 
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tcagggtatg 


cacccgtcac 


tggcatgtgt 


caccccctga 


ggagctgtgc 


cctcaaccat 


i 1 a r\ 

1140 


gaggatggct 


tctcctcagc 


cttcgtgata 


gctcatgaga 


ccggccacgt 


gctcggcatg 


1200 


gagcatgacg 


gtcaggggaa 


tggctgtgca 


gatgagacca 


gcctgggcag 


cg.tcatggcg 


1260 


cccctggtgc 


aggctgcctt 


ccaccgcttc 


cattggtccc 


gctgcagcaa 


gctggagctc 


132 0 


agccgctacc 


tcccctccta 


cgactgcctc 


ctcgatgacc 


cctttgatcc 


tgcctggccc 


1380 


cagcccccag 


agctgcctgg 


gatcaactac 


tcaatggatg 


agcagtgccg 


ctttgacttt 


i a a r\ 

1440 


ggcagtggct 


accagacctg 


cttggcattc 


aggacctttg 


agccctgcaa 


gcagctgtgg 


1500 


tgcagccatc 


ctgacaaccc 


gtacttctgc 


aagaccaaga 


aggggccccc 


gctggatggg 


1560 


actgagtgtg 


cacccggcaa 


gtggtgcttc 


aaaggtcact 


gcatctggaa 


gtcgccggag 


1620 


cagacatatg 


gccaggatgg 


aggctggagc 


tcctggacca 


agtttgggtc 


atgttcgcgg 


1680 


tcatgtgggg 


gcggggtgcg 


atcccgcagc 


cggagctgca 


acaacccctc 


cccagcctat 


1740 


ggaggccgcc 


tgtgcttagg 


gcccatgttc 


gagtaccagg 


tctgcaacag 


cgaggagtgc 


1800 


cctgggacct 


acgaggactt 


ccgggcccag 


cagtgtgcca 


agcgcaactc 


ctactatgtg 


1860 


caccagaatg 


ccaagcacag 


ctgggtgccc 


tacgagcctg 


acgatgacgc 


ccagaagtgt 


1920 


gagctgatct 


gccagtcggc 


ggacacgggg 


gacgtggtgt 


tcatgaacca 


ggtggttcac 


1980 


gatgggacac 


gctgcagcta 


ccgggaccca 


tacagcgtct 


gtgcgcgtgg 


cgagtgtgtg 


2040 


cctgtcggct 


gtgacaagga 


ggtggggtcc 


atgaaggcgg 


atgacaagtg 


tggagtctgc 


2100 


gggggtgaca 


actcccactg 


caggactgtg 


aaggggacgc 


tgggcaaggc 


ctccaagcag 


2160 


gcaggagctc 


tcaagctggt 


gcagatccca 


gcaggtgcca 


ggcacatcca 


gattgaggca 


2220 


ctggagaagt 


ccccccaccg 


cattgtggtg 


aagaaccagg 


tcaccggcag 


cttcatcctc 


2280 


aaccccaagg 


gcaaggaagc 


cacaagccgg 


accttcaccg 


ccatgggcct 


ggagtgggag 


2340 


gatgcggtgg 


aggatgccaa 


ggaaagcctc 


aagaccagcg 


ggcccctgcc 


tgaagccatt 


2400 


gccatcctgg 


ctctcccccc 


aactgagggt 


ggcccccgca 


gcagcctggc 


ctacaagtac 


2460 


gtcatccatg 


aggacctgct 


gccccttatc 


gggagcaaca 


atgtgctcct 


ggaggagatg 


2520 


gacacctatg 


agtgggcgct 


caagagctgg 


gccccctgca 


gcaaggcctg 


tggaggaggg 


2580 


atccagttca 


ccaaatacgg 


ctgccggcgc 


agacgagacc 


accacatggt 


gcagcgacac 


2640 
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ctgtgtgacc 


acaagaagag 


gcccaagccc 


atccgccggc 


gctgcaacca 


gcacccgtgc 


2700 


tctcagcctg 


tgtgggtgac 


ggaggagtgg 


ggtgcctgca 


gccggagctg 


tgggaagctg 


2760 


ggggtgcaga 


cacgggggat 


acagtgcctg 


ctgcccctct 


ccaatggaac 


ccacaaggtc 


2820 


atgccggcca 


aagcctgcgc 


cggggaccgg 


cctgaggccc 


gacggccctg 


tctccgagtg 


2880 


ccctgcccag 


cccagtggag 


gctgggagcc 


tggtcccagt 


gctctgccac 


ctgtggagag 


2940 


ggcatccagc 


agcggcaggt 


ggtgtgcagg 


accaacgcca 


acagcctcgg 


gcattgcgag 


3000 


ggggataggc 


cagacactgt 


ccaggtctgc 


agcctgcccg 


cctgtaacaa 


gatatcatca 


3060 


acggagccct 


gcacgggaga 


caggtctgtc 


ttctgccaga 


tggaagtgct 


cgatcgctac 


3120 


tgctccattc 


ccggctacca 


ccggctctgc 


tgtgtgtcct 


gcatcaagaa 


ggcctcgggc 


3180 


cccaaccctg 


gcccagaccc 


tggcccaacc 


tcactgcccc 


ccttctccac 


tcctggaagc 


3240 


cccttaccag 


gaccccagga 


ccctgcagat 


gctgcagagc 


ctcctggaaa 


gccaacggga 


3300 


tcagaggacc 


atcagcatgg 


ccgagccaca 


cagctcccag 


gagctctgga 


tacaagctcc 


3360 


ccagggaccc 


agcatccctt 


tgcccctgag 


acaccaatcc 


ctggagcatc 


ctggagcatc 


3420 


tcccctacca 


cccccggggg 


gctgccttgg 


ggctggactc 


agacacctac 


gccagtccct 


3480 


gaggacaaag 


ggcaacctgg 


agaagacctg 


agacatcccg 


gcaccagcct 


ccctgctgcc 


3540 


tccccggtga 


catgagctgt 


gccctgccat 


cccactggca 


cgtttacact 


ctgtgtactg 


3600 


ccccgtgact 


cccagctcag 


aggacacaca 


tagcagggca 


ggcgcaagca 


cagacttcat 


3660 


tttaaatcat 


tcgccttctt 


ctcgtttggg 


gctgtgatgc 


tctttacccc 


acaaagcggg 


3720 


gtgggaggaa 


gacaaagatc 


agggaaagcc 


ctaatcggag 


atacctcagc 


aagctgcccc 


3780 


cggcgggact 


gaccctctca 


gggcccctgt 


tggtctcccc 


tgccaagacc 


agggtcaact 


3840 


attgctccct 


cctcacagac 


cctgggcctg 


ggcaggtctg 


aatcccggct 


ggtctgtagc 


3900 


tagaagctgt 


cagggctgcc 


tgccttcccg 


gaactgtgag 


gacccctgtg 


gaggccctgc 


3960 


atatttggcc 


cctctcccca 


gaaaggcaaa 


gcagggccag 


ggtaggtggg 


ggactgttca 


4020 


cagccaggcc 


gagaggaggg 


gggcctggga 


atgtggcatg 


aggcttccca 


gctgcagggc 


4080 


tggagggggt 


ggaacacaag 


gtgatcgcag 


gcccaactcc 


tggaagccaa 


gagctccatg 


4140 



Page 49 



cagttccacc 
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agctgaggcc aggcagcaga ggccagtttg tctttgctgg ccagaagatg 4200 



gtgctcatgg cca 4213 



<210> 26 
<211> 1210 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (1185) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 

<400> 26 

Met Ala Pro Leu Arg Ala Leu Leu Ser Tyr Leu Leu Pro Leu His Cys 
15 10 15 

Ala Leu Cys Ala Ala Ala Gly Ser Arg Thr Pro Glu Leu His Leu Ser 
20 25 30 

Gly Lys Leu Ser Asp Tyr Gly Val Thr Val Pro Cys Ser Thr Asp Phe 
35 40 45 

Arg Gly Arg Phe Leu Ser His Val Val Ser Gly Pro Ala Ala Ala Ser 
50 55 60 

Ala Gly Ser Met Val Val Asp Thr Pro Pro Thr Leu Pro Arg His Ser 
65 70 75 80 

Ser His Leu Arg Val Ala Arg Ser Pro Leu His Pro Gly Gly Thr Leu 

85 90 95 

Trp Pro Gly Arg Val Gly Arg His Ser Leu Tyr Phe Asn Val Thr Val 
100 105 110 

Phe Gly Lys Glu Leu His Leu Arg Leu Arg Pro Asn Arg Arg Leu Val 
115 120 125 

Val Pro Gly Ser Ser Val Glu Trp Gin Glu Asp Phe Arg Glu Leu Phe 
130 135 140 

Arg Gin Pro Leu Arg Gin Glu Cys Val Tyr Thr Gly Gly Val Thr Gly 
145 , 150 155 160 

Met Pro Gly Ala Ala Val Ala lie Ser Asn Cys Asp Gly Leu Cys Ala 

165 ~ — 170- • — — 175- 
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Gly Pro Ala Gly Leu lie Arg Thr Asp Ser Thr Asp Phe Phe lie Glu 
180 185 190 

Pro Leu Glu Arg Gly Gin Gin Glu Lys Glu Ala Ser Gly Arg Thr His 
195 200 205 

Val Val Tyr Arg Arg Glu Ala Val Gin Gin Asp Phe Gly Leu Gly Asp 
210 215 220 

Leu Pro Asn Leu Leu Gly Leu Val Gly Asp Gin Leu Gly Asp Thr Glu 
225 230 235 240 

Arg Lys Arg Arg His Ala Lys Pro Gly Ser Tyr Ser lie Glu Val Leu 

245 250 255 

Leu Val Val Asp Asp Ser Val Val Arg Phe His Gly Lys Glu His Val 
260 265 270 

Gin Asn Tyr Val Leu Thr Leu Met Asn lie Val Ser Val Asp Glu lie 
275 280 285 

Tyr His Asp Glu Ser Leu Gly Val His lie Asn lie Ala Leu Val Arg 
290 295 300 

Leu lie Met Val Gly Tyr Arg Gin Ser Leu Ser Leu lie Glu Arg Gly 
305 310 315 320 

Asn Pro Ser Arg Ser . Leu Glu Gin Val Cys Arg Trp Ala His Ser Gin 

325 330 335 

Gin Arg Gin Asp Pro Ser His Ala Glu His His Asp His Val Val Phe 
340 345 350 

Leu Thr Arg Gin Asp Phe Gly Pro Ser Gly Tyr Ala Pro Val Thr Gly 
355 360 365 

Met Cys His Pro Leu Arg Ser Cys Ala Leu Asn His Glu Asp Gly Phe 
370 375 380 

Ser Ser Ala Phe Val He Ala His Glu Thr Gly His Val Leu Gly Met 
385 390 395 400 

Glu His Asp Gly Gin Gly Asn Gly Cys Ala Asp Glu Thr Ser Leu Gly 

405 410 415 

Ser Val Met Ala Pro Leu Val Gin Ala Ala Phe His Arg Phe His Trp 
420 425 430 

Ser Arg Cys Ser Lys Leu Glu Leu Ser Arg Tyr Leu Pro Ser Tyr Asp 
435 . 440, 445 
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Cys Leu Leu Asp Asp 
450 

Leu Pro Gly lie Asn 
465 

Gly Ser Gly Tyr Gin 

485 

Lys Gin Leu Trp Cys 
500 

Lys Lys Gly Pro Pro 
515 

Cys Phe Lys Gly His 
530 

Gin Asp Gly Gly Trp 
545 

Ser Cys Gly Gly Gly 

565 

Ser Pro Ala Tyr Gly 
580 

Gin Val Cys Asn Ser 
595 

Ala Gin Gin Cys Ala 
610 

Lys His Ser Trp Val 
625 

Glu Leu lie Cys Gin 

645 

Gin Val Val His Asp 
660 

Val Cys Ala Arg Gly 
675 

Gly Ser Met Lys Ala 
690 

Ser His Cys Arg Thr 
705 



Cura 374 CON seq list 
Pro Phe Asp Pro Ala Trp 
455 

Tyr Ser Met Asp Glu Gin 
470 475 

Thr Cys Leu Ala Phe Arg 

490 

Ser His Pro Asp Asn Pro 
505 

Leu Asp Gly Thr Glu Cys 
520 

Cys lie Trp Lys Ser Pro 
535 

Ser Ser Trp Thr Lys Phe 
550 555 

Val Arg Ser Arg Ser Arg 

570 

Gly Arg Leu Cys Leu Gly 
585 

Glu Glu Cys Pro Gly Thr 
600 

Lys Arg Asn Ser Tyr Tyr 
615 

Pro Tyr Glu Pro Asp Asp 
630 635 

Ser Ala Asp Thr Gly Asp 

650 

Gly Thr Arg Cys Ser Tyr 
665 

Glu Cys Val Pro Val Gly 
680 

Asp Asp Lys Cys Gly Val 
695 

Val Lys Gly Thr Leu Gly 
710 715 



. txt 

Pro Gin Pro Pro Glu 
460 

Cys Arg Phe Asp Phe 

480 

Thr Phe Glu Pro Cys 
495 

Tyr Phe Cys Lys Thr 
510 

Ala Pro Gly Lys Trp 
525 

Glu Gin Thr Tyr Gly 
540 

Gly Ser Cys Ser Arg 

560 

Ser Cys Asn Asn Pro 
575 

Pro Met Phe Glu Tyr 
590 

Tyr Glu Asp Phe Arg 
605 

Val His Gin Asn Ala 
620 

Asp Ala Gin Lys Cys 

640 

Val Val Phe Met Asn 
655 

Arg Asp Pro Tyr Ser 
670 

Cys Asp Lys Glu Val 
685 

Cys Gly Gly Asp Asn 
700 

Lys Ala Ser Lys Gin 

720 
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Ala Gly Ala Leu Lys Leu Val Gin lie Pro Ala Gly Ala Arg His lie 

. 725 730 . 735 

Gin lie Glu Ala Leu Glu Lys Ser Pro His Arg lie Val Val Lys Asn 
740 745 750 

Gin Val Thr Gly Ser Phe lie Leu Asn Pro Lys Gly Lys Glu Ala Thr 
755 760 765 

Ser Arg Thr Phe Thr Ala Met Gly Leu Glu Trp Glu Asp Ala Val Glu 
770 775 780 

Asp Ala Lys Glu Ser Leu Lys Thr Ser Gly Pro Leu Pro Glu Ala lie 
785 790 795 800 

Ala lie Leu Ala Leu Pro Pro Thr Glu Gly Gly Pro Arg Ser Ser Leu 

805 810 815 

Ala Tyr Lys Tyr Val lie His Glu Asp Leu Leu Pro Leu lie Gly Ser 
820 825 830 

Asn Asn Val Leu Leu Glu Glu Met Asp Thr Tyr Glu Trp Ala Leu Lys 
835 840 845 

Ser Trp Ala Pro Cys Ser Lys Ala Cys Gly Gly Gly lie Gin Phe Thr 
850 855 860 

Lys Tyr Gly Cys Arg Arg Arg Arg Asp His His Met Val Gin Arg His 
865 870 875 880 

Leu Cys Asp His Lys Lys Arg Pro Lys Pro lie Arg Arg Arg Cys Asn 

885 890 895 

Gin His Pro Cys Ser Gin Pro Val Trp Val Thr Glu Glu Trp Gly Ala 
900 905 910 

Cys Ser Arg Ser Cys Gly Lys Leu Gly Val Gin Thr Arg Gly lie Gin 
915 920 925 

Cys Leu Leu Pro Leu Ser Asn Gly Thr His Lys Val Met Pro Ala Lys 
930 935 940 

Ala Cys Ala Gly Asp Arg Pro Glu Ala Arg Arg Pro Cys Leu Arg Val 
945 950 955 960 

Pro Cys Pro Ala Gin Trp Arg Leu Gly Ala Trp Ser Gin Cys Ser Ala 

965 970 " 975 

Thr Cys Gly Glu Gly He Gin Gin Arg Gin Val Val Cys Arg Thr Asn 
980 985 990 
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Ala Asn Ser Leu Gly His Cys Glu Gly Asp Arg Pro Asp Thr-Val Gin 
995 1000 " ~ 1005 

Yal Cys Ser Leu Pro Ala Cys Asn Lys lie Ser Ser Thr Glu Pro Cys 
1010 1015 1020 

Thr Gly Asp Arg Ser Val Phe Cys Gin Met Glu Val Leu Asp Arg Tyr 
1025 1030 1035 1040 

Cys Ser lie Pro Gly Tyr His Arg Leu Cys Cys Val Ser Cys lie Lys 
1045 1050 1055 

Lys Ala Ser Gly Pro Asn Pro Gly Pro Asp Pro Gly Pro Thr Ser Leu 
1060 1065 1070 

Pro Pro Phe Ser Thr Pro Gly Ser Pro Leu Pro Gly Pro Gin Asp Pro 
1075 1080 1085 

Ala Asp Ala Ala Glu Pro Pro Gly Lys Pro Thr Gly Ser Glu Asp His 
1090 1095 1100 

Gin His Gly Arg Ala Thr Gin Leu Pro Gly Ala Leu Asp Thr Ser Ser 
1105 1110 1115 1120 

Pro Gly Thr Gin His Pro Phe Ala Pro Glu Thr Pro lie Pro Gly Ala 
1125 1130 1135 

Ser Trp Ser lie Ser Pro Thr Thr Pro Gly Gly Leu Pro Trp Gly Trp 
1140 1145 1150 

Thr Gin Thr Pro Thr Pro Val Pro Glu Asp Lys Gly Gin Pro Gly Glu 
1155 1160 1165 

Asp Leu Arg His Pro Gly Thr Ser Leu Pro Ala Ala Ser Pro Val Thr 
1170 1175 1180 

Xaa Ala Val Pro Cys His Pro Thr Gly Thr Phe Thr Leu Cys Val Leu 
1185 1190 1195 1200 

Pro Arg Asp Ser Gin Leu Arg Gly His Thr 
1205 1210 



<210> 27 
<211> 1390 
<212> DNA 

<213> Homo sapiens 
<400> 27 

cttgagtggc caaggcaaga tgggtcaaag tcaaagtggt ggtcatggtc ttggagctgg 60 
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aaagaaggat 


gatagggaca 


agaaaaagaa 


atatgaacct 


cctataccag 


ctagagtgag 


1 A A 

lzO 


gaagaagaag 


aaaacaaagg 


gaccagatgc 


tgccagcaaa 


ctgccactga 


tgacacctca 


1 O A 

loU 


cactctgtgc 


cagttaaaat 


tattgaaatt 


agagataatt 


aaatactgtc 


ttctcatgaa 


A A A 

z40 


ggaagaattc 


attagaaatc 


aggaacaaat 


gaaactatta 


gaaggaaagc 


aagaggagga 


O A A 


aagatcaaaa 


gtggatgatc 


tgagggggac 


ccccatgtca 


gtagtaacct 


tggaagagat 




tattgatgac 


aatcatgcca 


tcatgtctac 


atctgtgggc 


tcagagcatc 


tgtgggctca 


A A A 

42 0 


gagcattctt 


gtagacaagg 


atctgctgga 


acctggctgc 


tcggtcctgc 


tcaaccacaa 


480 


ggttcgtgct 


gtgatatggg 


tgctgatgga 


tgacacggat 


accctagtca 


caatgatgaa 


540 


ggtggaaaag 


accccccagg 


agacctgtgt 


tgatactggg 


gggttggaca 


gccaaattca 


r~ r\ r\ 

600 


ggaaattaag 


gaatttgtgg 


agcttcctct 


cacacattct 


gaatattatg 


aagagatggg 


c r~ r\ 

660 


tataaagccc 


cctaagggag 


tcattcacta 


tggtccacct 


ggcacaggta 


aaaccttgtt 


*~i a r\ 

720 


agccaaagca 


gtagcaaacc 


acatcttagc 


cactttcttg 


caagtgatca 


gctctgaatt 


r 7 o r\ 

780 


tattcagaaa 


tacctacatg 


atgggcccaa 


actcatatgg 


gaattgtttc 


tagttgctga 


840 


agaacatgca 


ccttccatca 


tgtttattga 


tgaaattgat 


gctattagga 


caaaaagatg 


r\ r\ r\ 

900 


tgactcaaat 


tctgatagtg 


agagagaaat 


tcagcaaata 


atgctggaaa 


tgttgaacca 


f\ r r\ 
960 


gttggatgga 


tttgattcaa 


ggggagatgt 


gaaagttatc 


atatccacaa 


gccgaataga 


1020 


■ ■ j j 

aactttggat 


ctagcactta 


tcagaccagg 


ctacactgac 


aggaagctca 


agttccccct 


1080 


gcctgatgaa 


aagactaaga 


agcacatctt 


tcagatgcac 


acaagcagga 


ttacgctggc 


1140 


caatgataca 


atcctggaca 


actccatcat 


ggctaaagat 


gacctctctt 


gtacagacct 


1200 


caaggcaatc 


tgcacagaag 


ctagtctgat 


ggccttaaaa 


gaacatggaa 


tgaaagtaac 


1260 


aaatgaaaac 


ttcaaaaaat 


ctcaagaaaa 


tgttctttat 


aaagaacagg 


aagacacccc 


1320 


caaggggctc 


tgtctcggaa 


gcaagagaaa 


gaaggggaag 


gggccagact 


cattttaaca 


1380 



accagatatt 139 0 



<210> 28 
<211> 452 
<212> PRT 
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<213> Homo sapiens 
<400> 28 i 

Met Gly Gin Ser Gin Ser Gly Gly His Gly Leu Gly Ala Gly Lys Lys 
1 5 10 15 

Asp Asp Arg Asp Lys Lys Lys Lys Tyr Glu Pro Pro lie Pro Ala Arg 
20 25 30 

Val Arg Lys Lys Lys Lys Thr Lys Gly Pro Asp Ala Ala Ser Lys Leu 
35 40 45 

Pro Leu Met Thr Pro His Thr Leu Cys Gin Leu Lys Leu Leu Lys Leu 
50 55 60 

Glu lie lie Lys Tyr Cys Leu Leu Met Lys Glu Glu Phe lie Arg Asn 
65 70 75 80 

Gin Glu Gin Met Lys Leu Leu Glu Gly Lys Gin Glu Glu Glu Arg Ser 

85 90 . 95 

Lys Val Asp Asp Leu Arg Gly Thr Pro Met Ser Val Val Thr Leu Glu 
100 105 110 

Glu lie lie Asp Asp Asn His Ala lie Met Ser Thr Ser Val Gly Ser 
115 120 125 

Glu His Leu Trp Ala Gin Ser lie Leu Val Asp Lys Asp Leu Leu Glu 
130 135 140 

Pro Gly Cys Ser Val Leu Leu Asn His Lys Val Arg Ala Val lie Trp 
145 150 155 160 

Val Leu Met Asp Asp Thr Asp Thr Leu Val Thr Met Met Lys Val Glu 

165 170 175 

Lys Thr Pro Gin Glu Thr Cys Val Asp Thr Gly Gly Leu Asp Ser Gin 
180 185 190 

lie Gin Glu lie Lys Glu Phe Val Glu Leu Pro Leu Thr His Ser Glu 
195 200 205 

Tyr Tyr Glu Glu Met Gly lie Lys Pro Pro Lys Gly Val lie His Tyr 
210 215 220 

Gly Pro Pro Gly Thr Gly Lys Thr Leu Leu Ala Lys Ala Val Ala Asn 
225 230 235 240 

His He Leu Ala Thr Phe Leu Gin Val He Ser Ser Glu Phe He Gin 

245 250 255 
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Lys Tyr Leu His Asp Gly Pro Lys Leu lie Trp Glu Leu Phe Leu Val 
260 265 270 

Ala Glu Glu His Ala Pro Ser lie Met Phe lie Asp Glu lie Asp Ala 
275 280 285 

lie Arg Thr Lys Arg Cys Asp Ser Asn Ser Asp Ser Glu Arg Glu lie 
290 295 300 

Gin Gin lie Met Leu Glu Met Leu Asn Gin Leu Asp Gly Phe Asp Ser 
305 310 315 320 

Arg Gly Asp Val Lys Val lie lie Ser Thr Ser Arg lie Glu Thr Leu 

325 330 335 

Asp Leu Ala Leu lie Arg Pro Gly Tyr Thr Asp Arg Lys Leu Lys Phe 
340 345 350 

Pro Leu Pro Asp Glu Lys Thr Lys Lys His lie Phe Gin Met His Thr 
355 360 365 

Ser Arg lie Thr Leu Ala Asn Asp Thr lie Leu Asp Asn Ser lie Met 
370 375 380 

Ala Lys Asp Asp Leu Ser Cys Thr Asp Leu Lys Ala lie Cys Thr Glu 
385 390 395 400 

Ala Ser Leu Met Ala Leu Lys Glu His Gly Met Lys Val Thr Asn Glu 

405 410 415 

Asn Phe Lys Lys Ser Gin Glu Asn Val Leu Tyr Lys Glu Gin Glu Asp 
420 425 430 

Thr Pro Lys Gly Leu Cys Leu Gly Ser Lys Arg Lys Lys Gly Lys Gly 
435 440 445 

Pro Asp Ser Phe 
450 



<210> 29 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 29 

ctgcacttca aggacagtta cc 
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<210> 30 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 30 

ctatccatcc acgatgtgcc cagct 



<210> 31 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligonucleotide 
primers 

<400> 31 

tgacaaggag cttactcttc ca 



<210> 32 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 32 

ccgttcactc ttgcaaagg 



<210> 33 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial 
primers 

<400> 33 

tccaagggat tcacaactac ttacacca 



CON seq list.txt 
Sequence : Oligonucleotide 



<210> 34 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 34 

ggcacagttg ctataatttt gg 



<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 35 

ctcctggact ccctctatgg 



<210> 36 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 36 

ctctcggtgg tgcagctcaa tccttt 



<210> 37 
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<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
* primers 

<400> 37 

gggcctttac caactctgaa 



<210> 38 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 38 

gacctcagat gtcctagcca at 



<210> 39 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 39 

cacctacctg aaaggagagc tgcctg 



<210> 40 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 40 
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ccaggaaaca ctcactcaca tt 



<210> 41 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 41 

ccagaggatc cagatgtaca tg 



<210> 42 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 42 

tcctgtctct catcctctac atcttcacca 



<210> 43 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 43 

gggctccaga gaagatgtct ac 



<210> 44 

<211> 22 

<212> DNA 

<213> Artificial 



Sequence 



Page 61 



Cura 374 CON seq list.txt 

<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 44 

ccagaggatc cagatgtaca tg 



<210> 45 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 45 

tcctctacat cttcaccaag atctcgg 



<210> 46 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 46 

agggctccag agaagatgtc ta 



<210> 47 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 47 

ctggtcaggt acctggatgt ta 
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<210> 48 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligonucleotide 
primers 

<400> 48 

tccatcaatg aagagcttca tattcg 



<210> 49 
<21J> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 49 

cagcctttaa gtgatccatc ag 



<210> 50 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 50 

ttgaagaagg cagaaacaca a 



<210> 51 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 
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<400> 51 

ccgccttcaa gagaaacaaa cgaaag 



<210> 52 - 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 52 

cgcagctcac agctcattat 



<210> 53 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 53 

caatatgcct gtgtatgcct tt 



<210> 54 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 54 

aaaagattgt tccacctgaa acacct 



<210> 55 

<211> 22 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 

<223> Description of Artificial Sequence: Oligonucleotide 
primers 

<400> 55 

tccagtaaag gccaatagtc aa 



<210> 56 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 56 

acagcagtac caacagaagc cc 



<210> 57 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 57 

tcccacctcc gcagcctcat ca 



<210> 58 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 58 

atattgacat gcttcagatg cagg 
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<210> 59 
<211> 22 
<212> DNA 

<2l3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 59 

ccaagttctt cctagtggct tt 



<210> 60 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 60 

tttctccttc gcccaggttg taattg 



<210> 61 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Oligonucleotide 
primers 

<400> 61 

atacctagcg accaccaaga at 

<210> 62 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 62 
Asn Glu Gin Lys 
1 
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<210> 63 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400>. 63 
Asn His Gin Lys 
1 

<210> 64 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 64 
Asn Asp Glu Gin 
1 

<210> 65 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 65 
Gin His Arg Lys 
1 

<210> 66 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 66 
Met lie Leu Val 
1 

<210> 67 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 67 
Met lie Leu Phe 
1 

<210> 68 
<211> 4 
<212> PRT 

<213> Homo sapiens 
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<400> 68 
Ser Thr Asn Lys 
1 

<210> 69 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 69 
Ser Thr Pro Ala 
1 

<210> 70 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 70 
SGND 

Ser Gly Asn Asp 
1 

<210> 71 
<211> 6 
<212> PRT 

<213> Homo sapiens 

<400> 71 
Ser Asn Asp Glu Gin Lys 
1 5 

<210> 72 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Asn Asp Glu Gin His Lys 
1 5 

<210> 73 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 73 

Asn Glu Gin His Arg Lys 



<210> 74 



Cura 374 CON seq list.txt 



Page 68 



Cura 374 CON seq • list . txt 

<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 74 
VLIM 

Val Leu He Met 
1 
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